5530 % 45 1210 hEMREFZZE Vol. 30 No.12
2020 46 A China Journal of Modern Medicine Jun. 2020

DOI: 10.3969/j.issn.1005-8982.2020.12.019
XEHS : 1005-8982 (2020 ) 12-0104-05

SO HhEIBEEMFE microRNA-1 7k J
EEOIEEMMEHXZ

e ', R

[l.eMTHEOER (ENFREREER ) O HA, #T &M 318000 ; 2. & M LEK
A, AT &N 3180001

HE . BH Wit &R h B EF 2F miccoRNA-1 (miR—1) KRFAELESHEEFTEH £ R,
ik IR 2015 F 1 A—2018 12 A £ &M T b8 ERRaES 69 &S ) B & 120 BI4EA S ) waBA,
B A4 Bk AS 120 BIAE A b BB, 4R RSB R S (RT-PCR) M & miR—1 A5t &k & ; KA
HE 5L YA F LWL T EELECENZE (LAD), £STARASAZ (LVED), HIEACEHhy
$(LVEF ), &8 A %3540 7% miR—1 42 LVEFA&K T 2+ 1R 48( P <0.05 ); M9 LAD \LVEd & T *F 18 28( P <0.05 ),
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(95% CI : 1.764, 4.037) ]. LAD[OR=0.706 (95% CI : 0.415, 0.923) ] % LVEd[OR=0.721 (95% CI :
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Serum miR-1 level in patients with acute heart failure and its
relationship with cardiac function and prognosis

Wan-fei Chen', Chen Chen’
[1.Department of Cardiology, Taizhou Central Hospital (Taizhou University Hospital), Taizhou, Zhejiang
318000, China, 2.Department of Cardiology, Taizhou State Hospital, Taizhou, Zhejiang 318000, China]

Abstract: Objective To investigate the serum level of miR-1 in patients with acute heart failure and its
relationship with cardiac function and prognosis. Methods Totally 120 patients with acute heart failure were selected
as the heart failure group, and 120 healthy patients were selected as the control group (group C) from January 2015
to December 2018. The serum miR-1 level was determined by reverse transcription-polymerase chain reaction (RT-
PCR). Color doppler echocardiography was used to determine the left atrium diameter (LAD), left ventricular end-
diastolic diameter (LVEd) of patients and the left ventricular ejection fraction (LVEF) were calculated. Results The
serum miR-1 level and LVEF relative level in the heart failure group were lower than those in the C group (P < 0.05),

and LAD level and LVEd level were higher than those in the C group (P < 0.05). Comparison of serum miR-1 levels
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in patients with different severity heart failure, and the differences were statistically significant (P < 0.05), the serum

miR-1 levels decreased with the improvement of heart failure severity. The serum miR-1 levels in the poor prognosis

group were lower than those in the good prognosis group (P < 0.05). The serum miR-1 levels in patients with heart
failure were positively correlated with LVEF (r = 0.578, P < 0.05), and negatively correlated with LAD (r = -0.442)
and LVEd (r =-0.473) (P < 0.05). Logistic regression analysis of prognostic influencing factors in patients with heart
failure showed that miR-1 level [OAR =4.152 (95% CI: 1.846, 5.384)], LVEF [OAR =2.971 (95% CI: 1.764, 4.037)],
LAD [OAR =0.706 (95% CI: 0.415, 0.923)] and LVEd (OAR =0.721 (95% CI: 0.427, 0.928)] were all independent

influencing factors of prognosis in heart failure. Conclusions The level of serum miR-1 in patients with heart failure

is reduced, and its level is closely related to cardiac function and prognosis, which is an independent factor affecting

the poor prognosis of heart failure.
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R 22 AT IR,, TE SRR P FE N B R RN SR R R
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IEHIIREM4ER:, S 5.00UEK . OIUESE Kot T
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PEHL 2015 4F 1 H—2018 4F 12 AfE &M hu &
Bt 1) 2t O 1 R0 R 120 BIVE 0 ) i 4
) M ARG #5120 BIVE Ty % BRZH . 0 ) 380 R AR
Py Em AR o T g 21 ), T 2% 30 4], TM2% 32 1,
IVZR 37 45 5 A4 1 AR N TG B0 b TS B 44 77
], FGAS R4 43 B8 PR R AU T3 28 I
FET 15 B ). e K Ar2H 31k 30 i), Lotk 38 i 5 4%
1% (65.02+6.13) 2 ; BERlBs « IR, 24 41,
SRt O R 21 91, RO WG 17, SR ALG
I 15 . AN RAUBPE 22 6], Lotk 21 ] 5 %
(6452+578) % 5 BRI - MRAENE RS 13 1], Gk
0 TN 2 = A TN W W 7 A < L
I 9l S R SR AN AR AR . M 2
SERBBR AR, ZRIGIFE L (P >0.05 ), AW
T PR B I B o . O S 2 S % PR AT |
PER MRE AR AL BIEEEE (TC), Hh=Eg (TG)
Fds, ZRIGIEEL (P>0.05), W& 1.

1.1

®1 WA—MEMEE  (n=120)
g e /2l ﬁiifﬁ%&/ (kg/m®, Llﬂléﬁ% /(mmHg, ﬁ?{f}jj: /(mmHg, TC/ Emmol/L, TG/ Emmol/L,
X+s) X+s) X+s) X+s5) X+s)
X B2 64.27 £5.16 63/57 23.01 £2.43 116.21 +9.24 75.63 £5.24 4.51+1.02 1.35+0.64
DR 64.81 +5.28 61/59 22.87 £2.35 115.62 +9.18 75.16 £5.08 4.46 +£1.13 1.51 £0.68
o x*fE 0.801 0.067 0.454 0.496 0.705 0.360 1.877
PAE 0.424 0.796 0.650 0.620 0.481 0.719 0.062
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( New York Heart Association, NYHA ) 43 2% = I 2 ; 1.3 BEA

Q% BEZH S0 R AG B A B 5 D4R IR >18 % 5 O SR R ERYT G YT 1 AR, T TSk,
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B IhRE S5 H @%‘@HEF@ H @E%%ﬁ%éﬁﬁﬁﬁ H 1.4 éﬁl‘l’iﬁ/i‘i

SR L - B AT T SPSS 20.0 Zii 8l JHRVERHY
12 3% BB+ BRUEE(T £ 5 )5, LEBT 1 R sl 22 5047,

121 ARG EEE R (reverse transcription polymerase BE— 2R L LSD— A& 58, B2 R 2 140 B
chain reaction, RT—PCR ) M fe iy miR—1 O HFEE  FHEZHEE Logistic [MIAKIEL, P <0.05 h2% 54 %%
BETABEE 2 RKiFR . W IR TR Y H G RoREE B,

ANEEKIA 5 ml, %36 F 2 500 r/min .0 10 min, 53 -

3 LA Trizol 00, 30RACH 20 min 4T 2 A

2 000 r/min B5.0> 15 min, W HC E3E#, 18 000 /min 2.1  FHAAME miR—1 FOIhEEISHREL &

2520 10 min, WHL I, PEEUS RNA L PCR 551 O S 5% BRI 7 miR—1 A1 LVEF, LAD
95°C i ZEME 8 min, 95°C7EME 15, 58CIE kK 60s, K LVEd b4, 2t e, 2R H G245 X P <0.05),
35CHEH 10 s, 340 MEFR, DL2** 3184 miR-1 0 77 3238 41 1L 7% miR—1 M1 LVEF & F X B 41 ;5 ifii
A F AR . miR-1 514 MOS0 &M A RIS LAD, LVEd KFE TR, Lk 2,

F2 FWAHAME miR-1 FLOINEEIERRIEER  (n=120, x+s)

451 miR-1 LVEF/% LAD/mm LVEd/mm
Xif B2 1.00 = 0.05 65.87 + 5.64 31.02 £10.35 4426 +5.38
NRVAB-2: kil 0.46 + 0.04 42,61 +5.42 4725+ 11.43 57.34+5.49
{8 92.383 32.574 11.530 18.641
P1H 0.000 0.000 0.000 0.000
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miR-1 X RiLE L Tl B A2 5 S A R 41 I miR-1 A%
Lo I I, V2 Jy s il 3% M0 miR-1 k39100 (0.55+0.04) F1 (0.31+0.06), 214

AHXF 3k &5 4 0l o (0.61£0.04), (0.53+£0.05), 5, ZRAGIHFE X (1=26219, P=0.000), B/ A
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G EL (F=187257, P=0.000), H#E—LWMIL 24 W hHFiBREME miR-1 50 IhaEiE4RAHE
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O3RN0 T o vy R E B T vy M B R R AR, I > 7 32 0 BB 3 % miR-1 5 LVEF 2 1F A ¢
7 miR-1 [, (P <0.05); 5 LAD .LVEd £ /A8 P <0.05 ). U3 3.
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