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Abstract: This review summarizes the recent research on proteomics in the field of rheumatoid arthritis
(RA), aiming to provide insights for further investigation of RA. By integrating domestic and international literature
reports, this review analyzes and summarizes the application of proteomics in RA research. Proteomics has become

an important tool in the study of RA, and it holds the promise of further advancing our understanding of this

condition.
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