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HWE . BY Rt A& AE L E3(PEG3) I £ B % G 1(STMN1) 3k B 42 3F /s m it 5 (NSCLC) #9
RHEBR LG RRIEF IR S A R £ A FTiE KETEEAKRFEEERMNEER 202141 A—2023F
1 A ZRIPIE T4 9645 NSCLC B 4 J& LR BIF 2028, R L0t 38 R 2 B R A B4k B (qQRT—PCR ) il = %,
T LA LA S A % 4 4R 5 IR 57 41 4% PEG3.STMN1, VEGE & CD105 mRNA #9 & ik ; Yo R B s K% 32 4% 42
NSCLC & # &2 PEG3, STMNI1 #9faE A & ; IR Pearson 54947 PEG3, STMN15 VEGEA CDI105% %
RN E TAESAE (ROC) W4 PEG3. STMN1 4 NSCLC #9i45 Wi#i i, 58 SEeasiki, PEG3
JENSCLC L P Rk AR P <0.05), STMN1,VEGFA CD105 /£ NSCLC 2128 ¥ & ik 73 (P <0.05); NSCLC
£ 2% P STMN1, VEGF & CD105 B /M 5 531 1 62.50%. 69.79% F2 72.92%, 4~ 7] & T 9% 5 4L 2% 5.21%. 10.42% F»
13.54% (P <0.05) ,NSCLC 04  PEG3 MM F 2 8 33% AR T I8 52022 73.96%( P <0.05) ; REI 8, PR RN 7
£ A NSCLC #4649 PEG3 A STMN1 F3AK-F L&, £FAL4FFEL(P >0.05), REITNMSH, He L4
#% By AAZ ENSCLC B 4 89 PEG3 & STMN1 & A K-F 2R, 2 F A %5 E L (P <0.05); NSCLC LR
PEG3 5 STMN1, VEGE&A CD1053 2 fi484(P <0.05), NSCLC#1£%69 STMN1 5 PEG3 2 fi#854 (P <0.05),
5 VEGFA CD1053 2 EA8% (P <0.05) ; PEG3# B NSCLC #9 #1 5 T @42 4 0.750(95% CI:0.453,0.936) AR
#73.66%(95% CI:0.650,0.937) 4F 1 A 79.62%(95% CI:0.590,0.956) ; STMNT1## NSCLC #4 th &, T & 42 4
0.796 (95% CI:0.540, 0.942) # B PE 2 80.30% (95% CI:0.744,0.978) 45 7+ M H 81.12%(95% CI:0.612,0.996) ;
PEG3+STMNI1 BA-15 B 4 W 2%, F @ AR 4 0.935(95% CI:0.753,0.995) AR A 92.33%(95% CI1:0.751,0.930) |
R A 77.12%(95% C1:0.735,0.948) . 451 NSCLCZLPEG3HAK, STMNI1H&, SHE TNMOH, 54k
REANK, ET BB R, A4 — AR FRsAS B E,

KR - AR XARARARS; IERREG 1 2EARERRT ; 6 RREAFIE

RESES . R734.2 SCHRARIRED . A

Expression of PEG3 and STMNI1 genes in non-small cell lung
cancer and their association with clinicopathological
features and angiogenesis*

Zi Rui, Hu Ping
(Department of Oncology, Ningxia Medical Univercity, Yinchuan, Ningxia 750004, China)

Abstract: Objective To investigate the expression of Paternally Expressed Gene 3 (PEG3) and Stathmin 1
(STMN1) in non-small cell lung cancer (NSCLC) and their correlation with clinicopathological features and

angiogenesis. Methods A total of 96 NSCLC patients diagnosed by pathology from January 2021 to January 2023
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at the General Hospital of Ningxia Medical University were included. cancerous and adjacent non-cancerous tissues

were collected for real-time quantitative PCR (qRT-PCR) and immunohistochemistry to assess the expression of
PEG3, STMNI1, VEGEF, and CD105 mRNA. The positive expression rates of PEG3 and STMN1 in NSCLC tissues
with different clinicopathological characteristics were compared. Pearson correlation analysis was used to assess the
relationships between PEG3, STMNI1, VEGF, and CD105. Receiver operating characteristic (ROC) curves analyzed
the diagnostic value of PEG3 and STMN1 for NSCLC. Results Compared with adjacent non-cancerous tissues,

PEG3 expression was decreased in NSCLC tissues (P <0.05), whereas STMNI,

expressions were increased (P <0.05). Positive rates of STMNI,

VEGF, and CDI105
VEGF, and CD105 in NSCLC tissues

were 62.50%, 69.79%, and 72.92%, respectively, significantly higher than in adjacent tissues (P <0.05),

whereas the positive rate of PEG3 was 8.33%, significantly lower than in adjacent tissues (73.96%, P <

0.05). No significant differences were found in the expression levels of PEG3 and STMNI1 across different

ages, genders, and tumor types (P >0.05), while significant differences were observed in different TNM

stages, lymph node metastasis statuses,
correlation with STMNI1, VEGF, and CDI105

and differentiation degrees (P <0.05). PEG3 showed a negative
in NSCLC tissues (P <0.05). STMNI

was negatively

correlated with PEG3 (P <0.05) and positively correlated with VEGF and CDI105 (P <0.05). The area
under the curve (AUC) for diagnosing NSCLC using PEG3 was 0.750 (95% CI: 0.453, 0.936) with a
sensitivity of 73.66% (95% CI: 0.650, 0.937) and a specificity of 79.62% (95% CI: 0.590, 0.956); for STMNI,
the AUC was 0.796 (95% CI: 0.540, 0.942) with a sensitivity of 80.30% (95% CI: 0.744, 0.978) and a
specificity of 81.12% (95% CI: 0.612, 0.996). The combined diagnosis of PEG3+STMNI1 had an AUC of
0.935 (95% CI: 0.753, 0.995), with a sensitivity of 92.33% (95% CI: 0.751, 0.930) and a specificity of
77.12% (95% CI: 0.735, 0.948). Conclusion The decreased expression of PEG3 and increased expression of
STMNI1 in NSCLC tissues are associated with tumor TNM stage and differentiation degree, correlating with

enhanced tumor angiogenesis and improving diagnostic accuracy to some extent.
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AR, W LR R AL AL . O K bl Bl
MRS R AT R R AR ST T R BRI,

o AE /N 40 i il 98 (non—small cell lung carcinoma,
NSCLC) #5253 5 i 988 19 80% . NSCLC 1 0] e R
iE R BRI MR AR, WIS R 5 R AR AT RS, 28
BE R B ARITIAL, 5 A AR R, i
0B Y HEFE oAk SRR B o AR AR il A A
i B A A S BOR A BUE AL A N AR K
¥ (vascular endothelial growth factor, VEGF) J& B

25 DB iR I AR A R R PR T, A g
ik, BRI A0 bR 2R R B RS B A TR
AT 1% o 96 b 25 0 7 i 9 7 9 0 A v SSOR S A

BURPE R SRR, EERAR R LR, B2
Wi 2R BLBTBE, A o B R T 3 RS I 4

AT i i o bR 002 Wi (e, A A T AT B

XPEIRYT, SEEIRIT UG, BRARER .
R REFIRFEE S ( paternally expressed gene
3, PEG3) Rik TR, MEERAEM 1 (Stathmin
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non-small cell lung cancer; paternally expressed gene 3; stathmin 1; vascular endothelial growth

1, STMN1) ik L yaR, % I i 9 b ik
238 NSCLC 2 W i SUsME 5 e 2 v
PEG3 i T AR YL (0 {4 19q13.43 |, f {5 —Lk

PR 7 ] g

e X8k, TS5 HE 2R E SRS, il
FE A% 10 A 0 ) Wnt {55 T it i e Bogg A= 4G, HLl ik
PN T kB (nuclear factor—kB, NF=kB) 7K1
TR R B R DI RE R . RSB . FLR IR

K B 4140 PEG3 Fak Bk, i K T8
S, EHESHIA N PEG3 i DNA H 1k 4 2 2
0] PEOY O R AR, T 2 S P A R L S
PR S R A0 R A JTY, STMINT S v F N 3k
gL 6,14 1p35-36 1, 224K 6.3 kb, HA & B RSP
e, S RE . RIREYIMIE, STMNI ¢ i 21
ZUhRikThE, RS 25 K& ST S ik

FRAK, MR, Rz, HEEFE,
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1 AR5AEE

— g BTt
e BT B R B K 2 S B R B 2021 4F
1 —2023 4F 1 A Win 19 2 240 2127 1 12 19 96
NSCLC B #HAE N E X 4, & FRUBRERE
NSCLC #8921 2L i 55 1 Al 2L (PR g 2 2130 %>
5em) BABRE TR . DIARHE: OREZ
AT 8RR T 5 s QR4 3RS B sl b B
TERI PR A B A 012 s QIT A WF AT R AR
55 8 U TNM AR HEAT 20 10 WA BUREA B ey SR
AR NG R AR GO BLBOR Y 2. HERR R
. ORI EHLL 4k, OMIBEARER; OF
IEHAB AT LM, @I IRFMEFLI; ©25
HoAt i AT H AR ST # o 96 il NSCLC #5355 61,
G415 AEWE 34 ~ 74 % T 1 (63.25£9.80) % 5
TNM 433 T #1200 . 1461 . M1 30 491 Fde
25 ), 95 71 ) 5 =5 oAk 24 6 ; b 44k 38 ), (R 4
b 34 65 WRELEFERS 45 ), REEFR 516, AR
PR EREE R SH R (RS
KYLL-2021-698), B & ¥&EFAMERE .
1.2 FERKFSMNEE

PN PEG3 4T (_ L 5L B YR A R A
Al BT 5 :5e-102056 ) , St N STMN1 22451 (iCBLH R
AR ARA A, 75 :orb512182) , SR BT A
VEGF Z it (4t 50 SO A M 43 A BR 23 |, 4% 5
10542-RP01) , %4t A CD105 Bt (At 50 S5 b i
WA BR T, 525 1 10149-R103-A) , % dii A VEGF £
Pi( BigEE = REVWEARARA A, 55 :AV202),
CD105 ( FifF 2 il LE W H R AR A A, 45 CS-
K99816) , e 5 20 214k 2% SP 5 & (R4l B A= YRl
FABRAT], $25 . CDLG-4852) ; TRIzol i 7 & (I iff
ARV RHCA R A W), 585 11131-100) , Nano—
Drop 2000c 5§ &1 A UL 5t 43 56 0% B i1 (35 [ Thermo
Fishe A H]) , CFX #4590 SAL (S EASRAHD) o
1.3 FHik
1310 AR E CEE BT BSR4 I IR %
RE, AL PR AR CTNM 43300 | 20 A0 R R it B &%
RS
132 EB RGBT FR A4 R (quantitative real—
time polymerase chain reaction, qRT—PCR )# | PEG3
STMN1.VEGF % CD105 mRNA & i  BUNSCLC &

1.1

HIRA B RIS, TRIzol P32 BUZH 419 RNA .
ANy 66 FE TN GE RNA Mk BE | 4l B R 58 e
25 % 5E RNA TCRE AR AT A J5 B2 S0 b o o 32 IR 5%
R B UL R T Sk . ROWAK R A 20 pL, 43
BBV RNA 1.5 WL A5 SR 2R IR 7 S 5 140 2.0 wl
RNA i 57 1 57 1.0 WL, 2% #h i 4.0 wL 3 5% 5% il
1.0 kL. 10 mmol/L dNTP Mix 2.0 pL . DECP /K 8.5 wL.
PEG3 IE[0] /751 : 5'-TAATGAAAGTGTTTGAGATTTG
TTC-3', K [a]JF4: 5'-CCTATAAACAACCCCACAC
CTATAC-3'; STMNI IE [ /531 : 5'-TGAAAGACGCA
AGTCCCAT-3', &IaJ¥41: 5'-GGTAGCCCCTAAAA
CAACAT-3'; VEGF iF[i]J¥%1: 5'-CAGCACGAGCTA
CCTCAGCAAG-3', Z[nJ¥41: 5'-TTTAGACATGCA
TCGGCAGGAA-3'; CD105 1E [ 751 : 5'-GTCTTGC
GCAGTGCTTACTC-3', IMJF4: 5'-AGTGTGGGC
TGAGGTAGAGG-3'; B-actin IE[[]JF51: 5'-GGCATC
GTGATGGACTCCG-3', JZ ¥4 : 5'-GCTGGAAGG
TGGACAGCGA-3'. [ 25 : 42 °C 60 min, 25 C
5 min, 70 °C 5 min, & cDNA, R IEARFE . PEG3 .
STMN1 #4 ¢ o [ b 5 8 1 B S I R A BRA Al A
B o 4% B TaqMan PCR Ui B 45 647 PCR. & B 1R &
20 wL: IE 1A 51453 51 0.6 wL, cDNA #5547 2.0 pL,
2 x Tagman PCR Master Mix 5 10.0 pL, DECP/K 6.8 1108
B4 95 CHLAE T 10 min, 95 CAE 15 s,
55 CiB k305,72 CHEAH 30 s, 72 CHEAH 7 min,
40ME . FEAN 3ANE AL, R 2 a5
IR B BT A T 22 D0 R ROk ColE . Ir A S5 5
HE3W, PhB-actin HHNZ, 27115 mRNA
PR eIk 6

1.3.3 % 9% 4 24 5 SP ik 4 M PEG3. STMNI1,
VEGF Z CD105 % & % ik NSCLC & J# 4 23 I o
S A WAL, 2 4 pm YD, ARSI ROK
16, BB 5, 3% 19 H,0, 505 AR KB4 1 min
& & Bt B hn i W B A, i — 4T PEG3 (1:200) |
STMN1 (1:200) ., VEGF (1:100) 5 CD105(1:100) ,
WEIR h 22 v (PBS) ph sk , R0 A BRAR 2o 48 Ak ) Tl
FRICFEPLRIC(1:1000), f/F A DAB & 7] 4L
o, BAKEEY, CBEMK, ZWIRER, T
W3t o 2 £ 45 2R vl A e i BB S o 4R B
PRI AE R PEAL , ARESK TR X 100 /> %% 4 B 4L
o A L AT VEAL, S AT AL 2 D 10 4
PEG3. VEGF & [ FH MY e o T4l b, AR

e T2 .
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o B UKL . STMNT . CD105 £ 14 BH P9 i i
O F 40 BB Al i 2K 3 (o, A kiR . 1F
GrprifE s O LLBH M 48 i 07 TR 25 40 Jf 85 o e e
FFVF53 - To R 043, < 20% K 143, 20% ~ 60% K 2 47,
> 60% J 34575 QYR i A A UR B HEA T4
TEEO, HEM 15, FREA250, 357,
BT FUR e 30 o < 450 UHIRERIE > 45
T R RIR
1.4 Sit=EFHE

AR o B % Graph Pad Prism 8.0 SR s L
THEOR B LA R 50K (%) R, HL B xR 56
THEEEOR AR « AR 22 (x £ 8) R, LB (K056

oY 7 22 43 B 5 AH O 43 B H Pearson 12 5 22 il 52 10 &
T AEFRE (receiver operator characteristic, ROC ) il £k .
P<0.05 HZFA G F R L.

&R

21 NSCLCHAEEZHLR R PEG3.STMN1,
VEGF #1CD105 mRNA 83} Rz 28L&

NSCLC 41 21 5 9 55 41 21 ) PEG3 . STMN1 . VEGF
F1CD105 mRNA A X 2% 35 2 19 LA, 22 5 A G2
(P <0.05) ;598 55 41 2UH e, NSCLC 41 41 Y
PEG3 3 ik [ , STMN1 . VEGF A2 CD105 F ik T} .
W1,

2

%1 NSCLCHALASE=HAK PEG3.STMN1.VEGF#1CD105 mRNABX FRizEHEE  (n=96)
ZH 5 PEG3 mRNA STMNI mRNA VEGF mRNA CD105 mRNA
NSCLC ZHZ! 0.37 +£0.08 1.60 £ 0.10 2.03+0.28 1.96 +0.22
YA 1.00 £ 0.00 1.03 £0.01 1.01 £0.01 0.98 +0.04
HH 77.160 58.79 36.040 44.790
Pl 0.000 0.000 0.000 0.000
22 NSCLCHAREZHLAHK PEG3.STMNT, (x* =70.360, 70.450 Fl 68.950, ¥ P =0.000) ;

VEGF ¥ CD105 [ &%

NSCLC 21 £ ) STMN1 , VEGF } CD105 B % 3
75 R 62.50% (60/96) | 69.79% (67/96) | 72.92% ( 70/
96) , ¥ 557 HH 21 43 5 R 5.21% (5/96) | 10.42% (10/
96) . 13.54%(13/96) , 2 ' Kilk:, 22 R A Gi il 2= 7 X

VEGF CD105
L & . - ¥ s s
5 5
s ST Y} '
A = . ‘-- . - . . .;_‘__‘
NSCLC 414! el S § :
& o "
'] g * .‘,. A e 'k 3
¢ » LN - o,
F oy VYol 3
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NSCLC AR K 5= 4A 4R 1 PEG3.STMN1.VEGF % CD105 fR4 5%

NSCLC 41 215 T 55 4141 . NSCLC 41 411% PEG3 [H
PR K 8.33% (8/96) , i 55 2 41K 73.96% (71/96) ,
G, ZRA G FE L (X =85.360, P=
0.000), NSCLCZHZUIK TH7HZ. WK 1,

STMN1 PEG3
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2.3 A [E I R 9% 2 45 4E NSCLC & #& B PEGS.
STMN1 mRNABX RiZERIELE

AN TFJAE % L PR ) B i g 28 AU NSCLC B8 % 1Y
PEG3. STMNI mRNA X} RiEw A LA, Z R
Giit#E X (P>0.05) . A[F TNM 43 # NSCLC /& 4
b, T#200, IMA466), T 3041, PEG3 &
STMN1 mRNA X R A, 2R A SR

(P <0.05) . 45 Bi47 kB 2556 75 55 51 4 T itk EL 2%
$F% NSCLC B # 1 PEG3 . STMNI1 mRNA A X} % ik
W, ZRAGIT¥E (P <0.05) . ARGk
T2 NSCLC & h, wmarfb 244, x4k 38 44,
&34k 34 6, PEG3 & STMN1 mRNA A % 2 ik 4 1)
#, ZRA5I#E L (P<0.05), WE2,

K2 AEIRKFBIBIFMENSCLC £2EH PEG3.STMNT mRNABX RiAEH LL

I ARG BAFAE n PEG3 mRNA 1/ FAE PAii STMN1 mRNA t/ F1H PiE
AR
<60% 38 0.36 +0.07 1.58 +0.12
1.159 0.249 1.961 0.053
>60% 58 0.38 +0.09 1.62 +0.08
P
5 55 0.38 +0.10 1.61 £0.11
1.225 0.223 0.974 0.332
& 41 0.36 +0.06 1.59 £ 0.09
TNM %345
1 20 0.45 +0.08 1.45 +0.06
11 47 46 0.39 +0.07 35.780 0.000 1.63+0.10 37.760 0.000
1 497 30 0.27 +0.09 1.72+0.14
Jihgpg Al
g 25 0.39 +0.04 1.61 +0.08
1.981 0.051 0.903 0.369
i 71 0.35+0.12 1.59+0.12
eSS RS
X 51 0.40+0.11 1.58 +0.10
3.628 0.001 1.917 0.058
H 45 0.34+0.05 1.62+0.10
AR
ok 24 0.41 +0.08 1.34+0.07
Hhar b 38 0.39 + 0.05 13.150 0.000 1.66 + 0.09 11.800 0.000
(xte 34 0.31+0.11 1.80+0.14

2.4 NSCLC A4 iy PEG3. STMN1 5 VEGF &
CD105 8% 1%

2 Pearson Ml 3¢ 43 #1, NSCLC 41 21/ PEG3 5
STMNI (r =-0.338, P =0.011) . 55 VEGF (r =-0.405,
P =0.001) K CD105 (r =-0.358, P =0.008) }3J &% 11 H
K, NSCLC 41 41 STMN1 5 VEGF (r =0.305, P =
0.028) K CD105 (r =0.380, P =0.004) 34 5 1F A1 ¢ .
LI 2,

2.5 PEGS3.STMN1 3t NSCLC B2 i th &
PEG3 2 W NSCLC 1y #th £ '~ 1 1 24 0.750

(95% CI:0.453,0.936) . f & NEH 73.66% (95% CI:
0.650,0.937) . F§5PEHR 79.62% (95% CI1: 0.590,
0.956) ; STMNI 2 Wi NSCLC f4 il £& T 18 £~ 0.796
(95% Cl1:0.540, 0.942) . & hy 80.30% (95% C1:
0.744, 0.978) . ¥ 5 £ & 81.12% (95% CI: 0.612,
0.996) ; PEG3+STMNI1 BX 412 Wr iy i 28 F i FH2 >

0.935 (95% CI: 0.753, 0.995) . i J& % & 92.33%
(95% CI:0.751, 0.930) | %§ 55 ¥ 4 77.12% (95% CI:

0.735, 0.948), W3 MK 3,

e 74



ECR U L%, % PEG3., STMN1 3 RIFE AR /NI At ges (1) 2508 B EL 55 RO BRARRAE | 1045 A AR SRR 9%
2.0 3
1.8 )
— = wv
S 16 S =
o - | =}
1.4
1.2 - T T 1 O T T 1
0.0 0.2 0.4 06 00 0.2 0.4 0.6
PEG3 PEG3
3 2.6
24
22
5 2 %
&= a
- S 18
1.6
O T T T 1 14 N T T T 1
12 14 16 18 20 12 14 16 18 20
STMN1 STMN1
2 NSCLCAAZHI PEG3.STMN1 .5 VEGF % CD105 #8355 148 & &
%3 PEG3.STMN1XfNSCLC BB B 547
95% CI R/ 95% CI L L 95% CI
Eiztan ENTIA G oeitis
TR IR % TR R % TR IR
PEG3 0.750 0.453 0.936 73.66 0.650 0.937 79.62 0.590 0.956
STMNI1 0.796 0.540 0.942 80.30 0.744 0.978 81.12 0.612 0.996
PEG3 + STMN1 0.935 0.753 0.995 92.33 0.751 0.930 77.12 0.735 0.948
107 - HEFR I, 25 25 5 i Ik 2R AL
&
08 i PRACEM, PEG3 AT LU 4 Siah 1 {7 5 3 42 1 H A
o6 YN BLRAR PR AL, AT LA Wnt 35 PE, 25
2 P9EE FE R pS3 i PE Uk 1 4E FE bR AN g T [ b
B -
04 7 i HWRFRY L AE PEG3 12 iR 41 I 2 i Bl 119 5
0.2 =~ - . STMN1 K5 5 ahF W 34l & e 24 A A O™, STMNT E
9y — PEC3 4 STUNI I 54 B U B FURARE o S 5 K1 BT Ay
. 1 ] I || 1
00 02 04 06 08 10 MEfE SR FEMEN AL, Kb kR
145k

B3 PEG3.STMN1 £ NSCLC #I ROC £k

3 it

NSCLC /& P W 3 55 f5c 8 UL 0 % g 2 —
FoRA R R B 3 B DR 90 9 5 TR
K. B RasfE SRR, HEERMERA, H
AEAER IR AR AW Bk, Wik, #eH2
AT A 7 A e X B R R U A R

PEG3 J& 1996 4F 4 [ 2% 3% KUROIWA 7£ £} & J
ACFR ZARIRNG th kIR ER LM PEG3 B 48

BVEH . AR E R LB, NSCLC 4141 PEG3 %
KRR, STMNI %Kik Fll, JF5 8 TNM 7 &
ARG, RIE R S ESEEA X,
PEG3 £ NSCLC 4HZ KA T, H R KK FEUE
HWUE R, MR B R S S 8O R
T, ATER PR 20 bk B &5 A T R AIK AR A AR AE
Wi, AW ER DT STMNT 5 il (4 56 &=, UE S HAE
MR g ik, SEFMMN . W b
T IRAETIC O, AHJE 5 0 9R 43 AL AR BE AR OGP, ARTF
FEEW 5 Z AL, YIUESE STMN 15 2 8o B 12
e (0 2 A . R R . STMN A7E il i 8 b 263k 7
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wL, RS RE SRR EAASC, AT DO HAE R
PRI W AH AR AR . R 56 T 3 55 oA il A8
B R RS, AR SC LR R AHT s, BT
PEG3 ., STMNI1 %: [N 7E NSCLC 4H 412k, MH 5
I PRI BRI A DG 2R, DS 5 145 A A A S 1k

M 2. KIER—AZL8E®, Hh
i 928 ok A R Pk R & AR R B e A 1 R A R
VEGF } CD105 ¥4 2y i 8 1 48 A= i i) 3 2 A 1 .
VEGF 2 A M4 WG YEH 7, 52 4k45 4 5 nlm i
A5 PN B 200 6 5 DR AR i A R AR, CD10S X
PR BEEE H, FI7EA0 MO IRk, HiAERKRH
“F B (transform growth factor—B, TGF-B ) 32 /& & H &
FEIG LAY, HAA P g A S VR T i 4
Z1h VEGF J CD105 R ikt , H &2 kM il i
HhREKFEETFREREE, NHWEBLIMA
R DG AF 5 T8 B g A R bk LA R A,
0 R b 96 4= 28 B e A1 AR SR A5 R R W
NSCLC 4 21 f% STMN1 . VEGF & CD105 %35 755,
PEG3 K ikF# Ik ; PEG3 5 VEGF & CD105 ¥4 &2 ffi 4
X, STMNI1 5 VEGF 2 CD105 ¥ 52 IEAH G . 3% 1 B
- STMNT 2% 3K 0] DL Jin il g 4 29 4= 28 I e
1M VEGF Jz CD105 HE %y il Jed 240 i 4= 22 S e 7% 42 1t
A FI 4, NSCLC 4121/ STMN1, VEGF & CD105
PRI DO g R AR 1 E PEG3 3635 AT LLMCE R
TG, R R A AR 28 R, 5 VEGF I
CD105 2 ARG, HAT, In R b WA i bs 4
g Il W oF K A, A CEA. CYFRA2I-1. SCCA.
NSE. ProPR %14, H th | CEA. CYFRA21-1.
SCCA = /0N 4t Hf Jif i G ) 1 J2 3k L 48 3 7
il 95 R 002 T RO R, ORI R SR SR
o ATEEAE | R LR E RN R R, il g
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