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(FMAFHES —ER F2%A, Th &M 215006)

HE: BY KT mi iR (PCNA) Bk & IE —2(Bel—2) Bk X & K B F 2 R (EGFR ) 27 & 41
R FA R GG RIRILAFAE, A AR A, FiE RIR201743 A—20204F1 A £ FMN K FHE S — ER AR
JEATF R E IT 69 9248 B 0 vE SR AL R BT R LR ARA L KR LR 5 I 44X PCNA mRNA, Bel-2
mRNA, EGFR mRNAAM (KT, UKW LBALEEL L G RABILIFILG X R, MIF3F, RA
Kaplain—Maier\ﬁJ&ﬁ\*ﬁ'Z:ﬁlPCNA\ Bcl-2. EGFR RiAKFBEAGHNLEF, R B PCNA mRNA,
Bcl—2 mRNA, EGFR mRNA A8 £k & & TR F AL (P <0.05), RREF#, PR EF PCNA mRNA,
Bcl-2 mRNA. EGFR mRNA A& K BI04z, £2F A%kt 3 EL (P>0.05); &k, R BI. VAHZ#H
Pk 454 B2 PCNA mRNA, Bcl-2 mRNA, EGFR mRNAAB M Z X To5 & TP, &5k, WhEasm . 14,
M CLERAS EH(P<0.05), $AEERNPESHERET, MBIUAREL, GRS, RELEHE L ERMR
PCNA mRNA, Bcl-2 mRNA, EGFR mRNA £iA ¢ %% F %, Kaplain—Maier W1 & 5 #74 R 2%, PCNA
mRNA S kA BH3FAERAEFE, EAEAFENAN A 59.57%F270.21%, A& TAKFEIL & F 49 80.00% F= 88.89%
(P<0.05); Bc—2mRNA & F&ABEIFLRRERE, BAERFEHHH60.78%F270.59%, K TAKFEL &)
80.49% A2 90.24%(P <0.05); EGFR mRNA Z &k BF 3 F AR AFE . BABFENF 4 59.09%F270.45%, &
FAREK B9 79.17%. 87.50%(P <0.05), L5 HEHBMLPCNA, Bcl-2. EGFR E5 ki, HAZHAAKE
SMtEaE. oREK, HRELHEHEA %, PCNA, Bd-2, EGFR R kKT T E—E42 5 EREEZTE .
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Expressions of PCNA, Bcl-2 and EGFR in laryngeal carcinoma
tissues and their relationship with clinicopathologic features
and survival of patients*
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Abstract: Objective To investigate the expressions of proliferating cell nuclear antigen (PCNA), B cell
lymphoma 2 (Bcl-2) and epidermal growth factor receptor (EGFR) in laryngeal carcinoma tissues and their
relationship with clinicopathologic features and survival of patients. Methods The cancer and adjacent tissue
samples from 92 patients undergoing surgical treatment for laryngeal cancer in our hospital from March 2017 to
January 2020 were collected. The relative mRNA expressions of PCNA, Bcl-2 and EGFR in cancer and adjacent

tissues were detected. Multiple linear regression was used to analyze the relationship between the expressions of the
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above indicators in cancer tissues and clinicopathological features. After 3 years of follow-up, Kaplan-Meier curve
was applied to analyze the difference in survival of patients with different expressions of PCNA, Bcl-2 and EGFR.
Results The relative mRNA expressions of PCNA, Bcl-2 and EGFR in cancer tissues were higher than those in
adjacent tissues (P < 0.05). There was no difference in mRNA expressions of PCNA, Bcl-2 and EGFR among
patients with different ages and tumor sites (P > 0.05). The relative mRNA expressions of PCNA, Bcl-2 and EGFR
in patients with poorly-differentiated tumors, clinical stage III to IV tumors, and lymph node metastasis were higher
than those in patients with moderately- and well-differentiated tumors, clinical stage I to II tumors, and no lymph
node metastasis, respectively (P < 0.05). Multiple linear regression analysis showed that the degree of tumor
differentiation, clinical stage of tumors and lymph node metastasis were the factors affecting the mRNA expressions
of PCNA, Bcl-2 and EGFR in laryngeal carcinoma tissues. Survival analysis via Kaplan-Meier curves revealed that
the 3-year progression-free survival and the overall survival of patients with high mRNA expression of PCNA were
59.57% and 70.21%, which were lower than 80.00% and 88.89% in patients with low mRNA expression of PCNA
(P < 0.05). The 3-year progression-free survival and the overall survival of patients with high mRNA expression of
Bcl-2 were 60.78% and 70.59%, which were lower than 80.49% and 90.24% in patients with low mRNA expression
of Bcl-2 (P < 0.05). The 3-year progression-free survival and overall survival of patients with high mRNA
expression of EGFR were 59.09% and 70.45%, which were lower than 79.17% and 87.50% in patients with low
mRNA expression of EGFR (P < 0.05). Conclusions PCNA, Bcl-2 and EGFR are highly expressed in laryngeal
carcinoma tissues, and their high expressions are associated with advanced tumor stages, low degrees of tumor

differentiation, and lymph node metastasis. The expressions of PCNA, Bcl-2 and EGFR reflect the prognosis of

patients to a certain extent.

Keywords: laryngeal carcinoma; clinicopathology; survival rate; proliferating cell nuclear antigen; B cell

lymphoma 2; epidermal growth factor receptor
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20 0 A7 0% B T A 0 R A AR AR S iR R
AR T I, AS A 5 A I i g 2 21 P PCNA | Bel-
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1.3 IMKEEERAHMERNENEARSE
554121 PCNA Bcl-2,.EGFR mRNA #I5Ri%

J100 mg fRAF TR AT AL EURAS , WF I By
A A TRIzol 2H 2L 244G 1 mlL, 32350550 B8 -5 1
FTERVE SR IUE RNA . 584103 010 00 B ASUR T O 1 53
RNA (4l )% . 3833 SuperRT ¢DNA 55— 55 4 i
PR & (b st i IR R B PR A 3 5t ok
cDNA. JZ I M & 35 20 pL: B RNA 2 HUH) 2 pL.
dANTP Mix 4 wL (2.5 mmol /L Each) , Primer Mix 2 pL.
5x RT Buffer 4 wL. Super RT fiff 1 rL (200 u/pl) |
RNase—Free Water 7 pLo JZ NS5 43 °C .35 min,
84 °C .5 min, Y T =20 CHAF FIRAF. B cDNA
0.5 pL, in A 2 x Buffer 12.5 L, Super Enzyme Mix
0.5 pL, IES 0 5145 0.5 WL, SR Z% 1 - 44 CTAZ
10 min, 94 °CZ8 £ 5 min, 94 °CiE k 15 5,63 CiE
130 s, 231 40 G FF, 74 C 4K 2 AEAiH 30 5. LU
GAPDH 1 2 B[R], R A AR C B, SR T 2224 1k
T8 H AL AR ik & o 519t 25 M B AR )
P By A B2 7] G, 52 2O 8 1 5 Wi
J¥ (quantitative real-time polymerase chain reaction,

qRT-PCR) 5175 I3 1.

*1 9RT-RCR3|#1F7%

LA 51975 K bp
iEIf] : 5'-TTTCTAGGTCTCAGCCGGTC=3'

PCNA 20
JLI]: 5'-GCAAATTCACCAGAAGGCAT-3'
1El: 5'-GGATGCCTTTGTGGAACTGT-3'

Bel-2 20
Sl : 5'-CACTTGTGGCTCAGATAGGC-3'
iEJ] : 5'~AACACAGTGGAGCGAATTCCTT=-3'

EGFR 22
S : 5'-GGAAGTCCATCGACATGTTGCT-3'
iEJ] : 5'-TGTTTGAGACCTTCAACACCC=3'

B-actin 21

S : 5'-AGCACTGTGTTGGCGTACAGG-3'

1.4 GitERHE

B8 23 7 K T SPSS 20.0 Ge i 4 1 . B8 R
DA e B (9% ) 3R, PO BT X 4 30 5 1 o B0 )
PAFEL + bR 25 (x £5) Fom , LR « K 0 sl 22
Sy M, W L% T LSD—t K 56 5 Kaplain—Maier b
A IER, Hu 3 Log—rank x> K3 56, 5200 K 59434

2 R
21 JEHE 5 EEH A PCNA, Bel-2, EGFR
mRNA B3t KX =L &

Ji 20 21 5 98 55 41 41 PCNA mRNA | Bel-2 mRNA |
EGFR mRNA AHXT Kb & L, & e K, 2 R IA
Giil 2 E L (P<0.05); AR m TREHAL.
W22,

k2 JEALSESEHALAPCNA Bcl-2.EGFR mRNA
MM RIEELEE (n=92, x£5)
205 PCNA mRNA Bel-2mRNA  EGFR mRNA
Rt A 0.97 + 0.24 0.89 +0.19 1.23 +0.31
FESFA L 0.65+0.12 0.62 +0.17 0.86 +0.23
t{H 11.439 10.158 9.194
P 0.000 0.000 0.000

2.2 AEIGKFESFIEEEEHL PCNABcl-2,
EGFR mRNAMEXRIZE L E

AN TR A% L o9 38 437 8 %% PCNA mRNA | Bel-2
mRNA \EGFR mRNA # X} ik & [L#K , 48 ¢ K 3 sl
00T, ZR WG #E L (P>0.05) . ANFEE
FEBE G PR 4300 ik T 25 5% 7% J % PCNA mRNA | Bel-
2 mRNA \EGFR mRNA M X} A i, 2R A 4
TR (P <0.05) s K204k, 16 R 20 1T L IV 30 2 9k
[ 4% %% £ # % PCNA mRNA . Bel-2 mRNA . EGFR
mRNA % 38 7K 4t 430 i T s oAk I R 43 19
I I, kg, k3.
2.3 NMEREZHZ PCNA Bcl-2,EGFR mRNA &
KRB TR TS

D) % 8% 20 21 PCNA mRNA | Bel-2 mRNA | EGFR
mRNA K78 5, D) o0 A8 BE (4 A= 0, th 43
fb= 1,15 k=2) (R CT (=0, 1. IV =
D) kB (=0, A= 1) A% =, H1T£00
RME R AT, S5 5 R AR R B LG IR 43 3 Lk
EL 2% 5 7% J2 Wk 93 20 21 PCNA mRNA | Bel-2 mRNA |
EGFR mRNA FikHsZ MmN &K (P<0.05), W34,
2.4 MREHLZ PCNA.Bcl-2,EGFR mRNARi%S
= ESER

Bl 1 3 4F , AR Rl DT B0, 2261 3 4R ek R A A7
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#5210 T, % PCNA Bel-2 J EGFR7EMa A1 21 b i) 263k Je S O BIARAE AEAF 0 OC R
®3 A EIGEKFBEHEERE AL PCNA.Bcl-2.EGFR mRNAEM RiZELLE (x+s)
e PR FERFAE n PCNAmRNA ¢/ F{i  P{d Bel-2mRNA ¢/ F1H P  EGFRmRNA ¢/ F{i  P{H
AEE
<60% 45 0.95+0.17 0.87 +0.17 1.20 +0.29
1.031 0305 1.002 0319 1.028 0307
>60% 47 0.99 +0.20 0.91 +0.21 126027
i s
Pl 44 0.95 +0.22 0.91+0.13 1.21 £0.30
kL] 32 0.98 +0.19 0.516 0599 0.87 +0.18 0.730 0.485 1.23+0.32 0437 0.647
TR 16 1.01+£0.23 0.88 +0.12 1.29 +0.20
SRR
o 49 0.82+0.17 0.74 £0.16 1.08 +0.26
ot 22 0.99 +0.19 48.572  0.000 0.91+0.17 59.123 0.000 122+0.19 34856  0.000
ks 21 1.30 £0.22 1.22+0.19 1.59+0.21
i A 434
1.0 58 0.87 £0.15 0.81£0.13 1.14 £0.26
7351 0.000 6.583 0.000 4515 0.000
I IV 34 1.14£0.20 1.03£0.19 138 £0.22
NN
7 67 0.87 £0.18 0.79 £0.14 1.10 £0.27
8.900  0.000 9.977 0.000 8.020  0.000
A 25 1.24£0.17 1.16 £0.20 1.58 £0.21
F 4 FMHEEEEL PCNA.Bcl-2,.EGFR mRNA &ixH) R OBMAEFRILE , 4 Log-rank Y’ K16, ZRWEHS
SREMRIRRHSH H 2 15 Y (32=4.530 1 4.893, P =0.033 1 0.027) ;
ki b b’ i P PCNA mRNA {5 ik B3 34 To ik JR A A7 % | BVE A7
PCNA mRNA 0 3 N 59.57% (28/47) | 70.21% (33/47) , {1k T
Axiais 2.509 0.201 3.754 0.000 PCNA mRNA i 2 ik 35 119 80.00% (36/45) . 88.89%
I R4 41 1.086 0.156 2515 0.011 (40/45) . WHE 1.
LR 4.460 0.359 3.891 0.000 Bel-2 mRNA 5 & ik 5L # 8 B #H 3 4 T ik e
Bel-2 mRNA AR RV EE R IR, & Log-—rank x> Ri 5, 25 51
SRR 2370 0.169 4.111 0.000 B F T2 2 X (x*=4.168 ,5.358, P =0.041,0.021) ;
I R 434 0.868 0.139 2410 0.017 Bel-2 mRNA B EXBEIFELHEAGR DAERF
KL 3.889 0.312 3.134 0.000 0k 60.78% (31/51) .70.59% (36/51) , fik T Bel-
EGFR mRNA 2 mRNA i %35 & 19 80.49% (33/41) F190.24% (37/
Vanteidics 2.115 0.179 2.778 0.004 41), LK 2,
i 4340 0.954 0.168 2.574 0.008 EGFR mRNA 5 335 5K £ ik 8 35 3 4 To ik Jie
e 5 4.012 0.353 3.572 0.000 HEAER BT RILEK, 4 Log—rank Y’ K6, 2 71

i 2 AR A A £k, H B ER Oy 92 i) fR 2 PCNA
mRNA | Bel-2 mRNA . EGFR mRNA # % 2 ik 4 (1) 3
Yo, 8 o P A E R S Rk, R Z Wk Rk .
PCNA mRNA %5 5K K5 B 3 4F ok A A7

Gt X (x*=4.370 F14.070, P =0.037 F10.044) ;
EGFR mRNA (5 %35 B & 3E Lt A5 AL
R Ay N 59.09% (26/44) | 70.45% (31/44) , ik T
EGFR mRNA i 335 /& 1 79.17% (38/48) . 87.50%
(42/48) . LA 3,
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100 100
ﬁ 60 [ i 60 [
B o4 b  —~ PONARE 3w} -= PCNA ik
E b T PONAMRRE § 0l - PCNAfIE&iA
0 : L : : 0 : : : :
0 10 20 30 40 0 10 20 30 40
A )/ H Hs 1)/ H
1 PCNA mRNAERESRREERERIHTEFHERILE
100 100
4& 60 [ ﬁ 60 [
E w0t — Bel-2 F ik gj w0t - Bel-2 B3k
i} ok — Bel-2 £ &k o ol ~ Bel-2 £ &k
0 : : L : 0 : : : '
0 10 20 30 40 0 10 20 30 40
i Ta)/ H Fsf ]/ H
E2 Bcl-2 MRNASRIEZSHKREEERITEFBRILE
100 100
ﬁ 60 [ ﬁ 60 [
B 40 - EGFR &k S
ﬁ ol - EGFRiEE = . - EGFR ki
0 : . . : 0 ' : . '
0 10 20 30 40 0 10 20 30 40
)/ H i a]/ H
3 EGFRmRNAGRIZSRRIZBEMITEFBERLE
3 iFig JEV AR OC , 7E GO ~ G1 40 g vh JC B ik 3 3k, S B ik

e S A o R 1 D R T R iR AR AR, TRGA
I )5, V150 BREH 2L AR AR 5 J0 R A 2 4 m
Fe A% n] e 5 A K 5 I Ak B A AR B R A IR TR
W, 52 3 4 R 288 OIE PR TR, B 227
F 98 K BL, 45 03 1 KV B A AR AR A A e L
AR R e T O R AR I 2 R A A e A
AL LVbR G MR N T RIS, A 87 B kS
PR AR, A B T UG RIE b e, DT TR
DR AR B3 [, I X5 1 e BEA T B

M A SRR ZNR 2L, SRR
SE[EE T, H A AR e 78 Y T AL A 240 i S 39 e 4%
BH A R 4 SR 451 PONA 2 — il 52 Bt 240 i 44 B 7K
FI8 2 D 0 0 47 £ 1, L FE A DNA S B 5 A
JRL SR B rp S 45 SC SRR T, R IR S 40

) e W 2 g 240 0 IR S N A W 2 TS R BE
AEBEFE B, PONA 76 F 5 O . FL IR J 988 55
i v 24 5 5 e 35, PONA 383K 7K 5 i Jeg 2 vk 7
JE 9 A A S A R S A A M, GU SRS
R, PCNA ik 5 4121 Y (o im 5 i e 240 Jit 384 5 0%
P I AH G, R A0 6 o) b R R I, 494 T
5 , PCNA Yy €8 5 B 35 i o AR5, I 9 2 21
PCNA mRNA A% 2 35 i 508 55 41 818, H PCNA 5
FERR A MR R I IR o 91 AL 2 Ak itk &
MR, PR PCNATFIBES 5 TR &4 R
T, 988 4 20 PCNA 55 18 22 35 018 1 98 40 i 184 51, 5
M AE A R IR AN L R A R AR R AT . I
Ah, RWFSE  PCNA AR 335 B % 3 4E SR AR
A R AR T PCNA IR 5K &, #/R PCNA K1k
AR Ry i 3 £ B PR AL B — S F8FR . PCNA 2 5
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UG-, 5. PCNA \Bel-2 J2 EGFR {EMEREL L b (9235 K 5 R ERARE TR0 E R

i 2 20 184 5 2k PR, PONA 55 36 0O 25 T 40 i ) 5K
JIREA, R AR 1 BEAK, IR 40 i 2 % T8 G 75
kb, IR MR R R R, i THIR TR .

Bel-2 2 — i 40 0 7410 1 0 A7 05 BE R FE 40 i
TR B R EEEN . —J7 I Bel-2 512
U T AH 56 2K 1 Bax  Bad 2545 4, B 728 28 R A 5 3 375
P, 520 40 8 28 C S HAth IR T PR I R, R A
MR T 5 55— 75 T Bel-2 10 il 45 2 7 5 i e iz | BHAS
B - 1E N, 52 S 5% . Bel -2 AT A
JAT- L, a0 PS3 A & AN BL A -5 8 ol T3 [ 2
20 081V, BT 4 A sk AR AR SR i
i 4120 Bel-2 mRNA FH X 3655 1 5 TR o5 4140, IEH
0 M Bel-2/Bax 4 15547 , Bel-2 5% 5 #i5 1F , DNA
SZ A0V A A7 R RE K MR AS BE T BR A AR 5 40
il e O o N 1 S D2 S N E 22
H1 Bel-2 mRNA #3550 A0 A B LIl R 4330 Lok L 2%
FEREH G, 2 Bel-2 56 X Mo & B R e R 28
B —E AR HEAE ] . LIANG 258 A= £2 43 By 45 1
7, Bel-2 BA Pk i g R R S AR A I 0 B B AR
22, PR Bel-2 3k ] I W B E HE RS o ARBIESE
b % PR Bel-2 1oy 3R 35 M i 2B A TS AL 2% AR AR R IR
K, $E 7 Bel-2 1= 2 35 nT AR S 4 W7 0 9 R I ) 114
WEYZ—.

EGFR 138 i 5 5 2 B AR 25 4, 16 10 i P 1% =
T2 150 it 245 6 38, USRS W A 5 e 5l B, 2 2F DNA
BB, DR A0 M 4y 24 NG T, AR 5L 5 5w T AR
A e R O A A RS BE RGBSR R,
BH1E g 20 B g8 72100 SEBR AR GY R B EGFR & Mk
T F BT A, 0 EGFR AT BH 1 06 6 R 200 it 95 AE
KB AR 5T 25 B 26 W 0 9 41 20 EGFR mRNA A XF
Fhh s TS AL JEEMIRAE T EGFR Bk,
ZARGEARSS A )G, R IR AR A, i
DXL N A5 5 RO 2y, B TR G ek AR, S B
2 PG AL, Z R B B R AL, R E A 2 RiR R
G R B A A N M kA R P AR
FEER R EGFR 54 8% | il 467 T8 5¢ , {5 595
PO AL AR MRS R O, R i
JOEPETEE S EGFR R R IA X R % VI, ECFR &%
TR A% S T M A 1F DNA B i, 19 40 i
B RE T HE 0, A0 R T R BRI, £ 2 i A A R i
A MATY B R% 5 M Ah , EGFR W 46 1K 5 26 1% &

I35, T 20 i B 2R RO A8 2o As |, 5 S04 i 5 I %
A R T s 20 e B 12 HE™ il 5 Kaplain—Maier 3%
A AR M2, %) R 2H 4R EGFR 5 K ik 5 £ ik
W g KB A AR B L R RN R 3 AR BT
M TC A A R K TSR GA B EGFR 7]
RE AR & L R SR Sy 7 EGFR = KA B
I PR - 303 v IR 20 Pl A AR, O 5 o b 1 45
B, SRR AR KRS .
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EGFR 35 1 1 % 88 2 ¥l J5 09 5% ), Ji5 25 nl AR ik —

25 b prid , Mg 240 21 PCNA | Bel-2 \EGFR 2
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AIAE— R b RS TS

2 % X W

i, S, 5482 . TLR4 mRNA 1 TCF21 mRNA 7EMEfzE 2L rp
1) 3 3 K JFG 5 106 R B A4 AH DG R [0, )11 b B2 2 B 2= 4, 2021,
36(9): 1211-1215.

MURAD L D, SILVA T D Q, SCHILITHZ A O C, et al. Low body

(1]

(2]
mass index is associated with reduced intratumoral CD4" T-
lymphocyte infiltration in laryngeal squamous cell carcinoma
patients[J]. Nutr Res, 2022, 102: 1-12.

[3] ZHANG P, ZHANG Y F, WANG L, et al. Tumor-regulated

macrophage type 2 differentiation promotes immunosuppression

in laryngeal squamous cell carcinoma[J]. Life Sci, 2021, 267:

118798.

[4] SONG D L, WU S, HU H H, et al. Long noncoding RNA MIAT

regulates the process of laryngeal squamous cell carcinoma

through regulation of miR-147a/BCOR[J]. Arch Med Res, 2021,

52(4): 371-379.

FIBA, JEHE, 228, 55 . Nemye R IR 7 56 B I g 4 i 1

B L 4558 BT AL 5 e KRR B ST 0], AR B 2 A,

2022, 32(12): 39-44.

MARRERO-ALEMAN G, MONTENEGRO-DAMASO T,

(5]

(6]
PENATE Y. Primary cutaneous diffuse large B-cell lymphoma, leg
type, with spontaneous regression after biopsy[J]. Am J

Dermatopathol, 2017, 39(10): 785-787.

PO, TLLEE, mdblf, % AR ATRIE N CTGF/EGFRIBHXT A

55 95 40 1 Lo Vo 34 5 AN T 1 2 W [J]. g BE 22 B2 2R

2022, 50(4): 486-490.

[7]

- 81 -



FpIE AR ek

i34 %

[8]

[9]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

WANG X T, XU C, WANG S M, et al. A novel tumor suppressor
CECR2 down regulation links glutamine metabolism contributes
tumor growth in laryngeal squamous cell carcinoma[J]. Clin
Transl Oncol, 2021, 23(9): 1942-1954.

BB, W Rk, S . MicroRNA TEMIE 42 L o 1 52
JE[I]. hE B2, 2021, 24(S2): 8-14.

FME, R, AT, 5 25 S5 A 1 0 Wi 20t
% Hep-2 UMW) A T A s ma (7). vp R4k, 2021,
50(8): 681-689.

MORSE E, LOHIA S, DOOLEY L M, et al. Travel distance is
associated with stage at presentation and laryngectomy rates
among patients with laryngeal cancer[J]. J Surg Oncol, 2021,
124(8): 1272-1283.

NI, o b SO 0T T 7 R AR 0 R ) 2 W Rk
FE[I]. T FIaA24RE, 2021, 50(11): 1311-1315.

SU X L, WANG J W, JIANG L X, et al. PCNA inhibition
enhances the cytotoxicity of P -lapachone in NQOI-positive
cancer cells by augmentation of oxidative stress-induced DNA
damage[J]. Cancer Lett, 2021, 519: 304-314.

SIKDER R K, ELLITHI M, UZZO R N, et al. Differential
effects of clinically relevant N- versus C-terminal truncating
CDKNI1A mutations on cisplatin sensitivity in bladder cancer[J].
Mol Cancer Res, 2021, 19(3): 403-413.

GU Y J, ZHOU Z G. Berberine inhibits the proliferation,
invasion and migration of endometrial
downregulating miR-429[J]. Mol Med Rep, 2021, 23(6): 416.
KERKHOFS M, LA ROVERE R, WELKENHUYSEN K, et al.
BIRD-2, a BH4-domain-targeting peptide of Bcl-2, provokes

stromal cells by

Bax/Bak-independent cell death in B-cell cancers through
mitochondrial Ca*'-dependent mPTP opening[J]. Cell Calcium,
2021, 94: 102333.

ZHANG X J, NIU Y Q, HUANG Y B. Melatonin inhibits cell

proliferation in a rat model of breast hyperplasia by mediating

82

(18]

[19]

[20]

(21]

[22]

(23]

the PTEN/AKT pathway[J]. Oncol Rep, 2021, 45(5): 66.

LIANG T, LI J, ZHOU Y, et al. Potential applications of BPFP1
in Bcl-2 protein quantification, carcinoma cell visualization, cell
sorting and early cancer diagnosis[J]. Eur J Med Chem, 2021,
224: 113725.

RODRIGUES J G, DUARTE H O, GOMES C, et al. Terminal o
2, 6-sialylation of epidermal growth factor receptor modulates
antibody therapy response of colorectal cancer cells[J]. Cell
Oncol (Dordr), 2021, 44(4): 835-850.

MENG F, ZHANG L J, ZHANG M J, et al. Down-regulation of
BCL2L13 renders poor prognosis in clear cell and papillary renal
cell carcinoma[J]. Cancer Cell Int, 2021, 21(1): 332.

CUI D, ZHU Y, YAN D D, et al. Dual inhibition of cMET and
EGFR by microRNA-338-5p suppresses metastasis of
esophageal squamous cell carcinoma[J]. Carcinogenesis, 2021,
42(7): 995-1007.

YIN FY, CHEN Q, SHI'Y J, et al. Activation of EGFR-aurora A
induces loss of primary cilia in oral squamous cell carcinoma(J].
Oral Dis, 2022, 28(3): 621-630.

NISHIKAWA D, SASAKI E, SUZUKI H, et al. Treatment
outcome and pattern of recurrence of sinonasal squamous cell
carcinoma with EGFR-mutation and human papillomavirus[J]. J

Craniomaxillofac Surg, 2021, 49(6): 494-500.
(S} i)

35| g BT, 2510 . PCNA \Bel-2 & EGFR 1EMEIEZH
LU A M S I R EARRAE . AR C R [T]. h E R B
W, 2024, 34(2): 76-82.

Cite this article as: HUANG H P, LI J C. Expressions of PCNA,

Bcl-2 and EGFR in laryngeal carcinoma tissues and their relationship

with clinicopathologic features and survival of patients[J]. China
Journal of Modern Medicine, 2024, 34(2): 76-82.



