w508 % s FEMREZSE Vol. 28 No.8
2018 4E 3 H China Journal of Modern Medicine Mar . 2018

DOI: 10.3969/j.issn.1005-8982.2018.08.005
XEHES . 1005-8982 (2018 ) 08-0023-07

ZNF267 EEMERRRIELEXT
2 B 126 5 R0 4 72 7Y 22 1

BiE, S E
(FHEAKZ, W =M 646000)

HE . BY AR4ERFG 207 (ZNF267) EBERAIT@IE (TCC) MR A MM Py kis, AL
TCC w3y, M. AH. #BRIZENH R, HiE @B3ENRLTFREHBER LN TCC A
B AT ZNF267 W9 kL, FFF) R siRNA L% TCC F ZNF267 # & ik, KM CCK-8 il ZNF267 &F
TCC Zmfe3g s e %h, R IR N ZNF267 35 TCC 48 it B = & 8 2149 %761, Transwell 52540 ZNF267
t TCC nfieLtt A felz 200 % ., R TCC ALt T ZNF267 69 &K KT 3 T & 5 A8 A5 b L%
KA R, WK TCC P ZNF267 ¥Rk )G, wmineg3gsia s, mA TR AEZ, wit, 5
ZNF267-NC 22 fAa st , 5 3 ZNF267 siRNA # TCC %8 it )8 Bk I T G, 8, 2o fe st 5 Ao dd 4k ) 2w )
518 ZNF267 £ TCC W A&k Lif, JFTR# TCC a3 s fa b 45

FHIF . BISE G 207 ; RS IT MR ; I ; A

FESES : R605 SCHRFRIRAD ¢ A

Expression of ZNF267 in bladder cancer and its effect on
proliferation and migration of TCC cells

Zheng Cao, Ming-xing Qiu
(Southwest Medical University, Luzhou, Sichuan 646000, China)

Abstract: Objective To investigate the expression of zinc finger 267 (ZNF267) in transitional cell carcinoma
(TCC), and its effect on proliferation, apoptosis, cell cycle, migration and invasion of TCC cells. Methods qRT-
PCR was performed to detect the expression of ZNF267 in tissues and cells of TCC. ZNF267 expression of TCC cells
was silenced by siRNA. After silencing the expression of ZNF267 in TCC cells, the cell proliferation was detected
by CCK-8, cell apoptosis and cell cycle were detected by flow cytometry. Furthermore, the effect of ZNF267 on cell
migration and cell invasion was detected by Transwell assay. Results The expression of ZNF267 was up-regulated
in the TCC tissues and cells compared with the adjacent tissues and immortalized human bladder urothelial cells.
Compared with the ZNF267-normal TCC cells, the proliferation of the TCC cells transfected with ZNF267 siRNA
was significantly inhibited, but the cell apoptosis ability was significantly promoted. Furthermore, the cell cycle of
the TCC cells transfected with ZNF267 siRNA was arrest at G1 stage, the cell migration and invasion were decreased
in the TCC cells transfected with ZNF267 siRNA. Conclusions ZNF267 is significantly upregulated in TCC tissues
and cells, and could promote the proliferation and migration of TCC cells.
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