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HZE . BH K72 ABE L4 miccoRNA—944 (miR—944 ) ¥R X AR5 F & ABLE (EC) B&
IRRBBAFAER TG 0K &, FFLHT miR—944 33 B H e F RSB ML, FiE KA Er AR RSN
(qRT-PCR ) #n] EC /&R (80 4] ) Ao B FF ABLLL (304 ) F miR—944 89 F X H oL, 5 miR—944
ik 5 EC &6 RIAIAFIEZ M09 % 4 . KA Kaplan—Meier 4 4 ¥ 2% 54 miR—944 &k 5 EC &4 TS 44
* &, R REBRMHEE L (ROC) 54 miR—944 3+ EC 89-F4 Wi i, %8R qRT-PCR 4R 2%,
miR—944 f£ EC &L P e Rk KT 3 T 2% F 5 AL (P <0.05), /& EC LT, mR—944 FikKTF 5
MU AR AR BEAS . A REA A B R a SR (FIGO) 28% (P <0.05), mh&H4F
# BBIRE RS BFBBHSBIE (P>0.05), Log—rank HI2E R BF, miR—-944 FHEAMBHM L5
A A4 miR —944 A E K 2K (P <0.05 ), ROC M4 R 27, miR—944 69 &k T @A (AUC) % 0.784, £5it
ECBALF miR-944 25 kik, HEZH KL EC 24 RHUE Bk, miR—944 T4 EC T4 b7 f 1
J& TR 6 A ¥
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Role of microRNA-944 in patients with endometrial carcinoma
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Abstract: Objective To investigate expression of microRNA-944 (miR-944) in patients with endometrial
carcinoma (EC), and to determine its clinical significance. Methods The expression level of miR-944 in 80 cases of
EC cancer tissues and 30 cases of normal endometrial tissues were measured by real-time quantitative fluorescence
PCR (real-time PCR) test. Relationship between the expression of miR-944 and the clinical characteristics of patients
with EC was analyzed. Results RT-PCR showed that the expression level of miR-944 in EC cancer tissue was
significantly higher than that in normal endometrium (P < 0.05). Expression of miR-944 was correlated to the depth
of tumor myometrium infiltration, lymph node metastasis, distant metastasis and FIGO stage (P < 0.05). Log-rank
test showed that the survival time of the patients with high expression of miR-944 was decreased obviously compared
with that in patients with low expression group of miR-944 (P < 0.05). ROC analysis showed that the area under the
curve of miR-944 (AUC) was 0.784. No obvious correlation was identified between miR-944 and age, menopausal
status, pathological classification, or histological grade (P > 0.05). Conclusions High expression of miR-944 in EC

cancer tissue relates to the poor prognosis, which may be used as a potential diagnostic and prognostic biomarker.
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TE W ESE (endometrial carcinoma, EC ) 220t
HFE R Geh R WEDEYER R 2 —, R AR BAE T
s, HEFWTEE2E ", EC RIHEE, 1EiE
ZRIGFARIBITE, H S F LA R0 5k 96%,
SR, EC AER A AL R el H SR, RN
HARST BIRITROCRIF A B, B3 BT SRR s
P, R F3a D) 2 540 EC Mg E A ¢ HAT
BT EC R BI2Hr . WS B A 731 #EFR . 1% RNAs
(microRNAs ) AK L 22 TR AR GRS /N RNA,
FERE SR A KOF- B AR mRNA AL/ Sl B, ik
P HSER ) F3K . MicroRNAs 7EAR 2 B E 1 A 92
BRI AR, QARG sE . PR R
B figgg ke A 45 Y B UESE, 785 S50 1Y I T2 J Fn
AL S D, AFTEZF microRNAs 5 3R35 7,
SR DL microRNAs 755 85U P 1) T BE B TR AT
o ABFFELL EC B BB SREA NN R, K
Sz 5 e e 1 A BEEE S M ( quantitative real—time
polymerase chain reaction, qRT-PCR ) il EC ¥ 414!
FIIE B B N B 42U microRNA-944 (miR-944)
MIFIRTEDL, BT miR-944 Kik5 EC B IR
PURFEATUG RIOCHR , BRIEINT .

1 ARSI

Il A B3 434
PEHL 2013 4F 6 H—2015 4F 6 A ILAA M A
FEEBE 80 19l EC & WA FARIRA . I ANRE
OEA B TIR ; QAR EHRILZE A EC ; @
AREGEARIEZ AT 5 TSN G SRR
Wi 3 QAT 6 A WARIRFMEI Y. HERRPRIE
OB I HAENENME ; Q2 S RYMEN ; OFEE
Mo ABFTE, <55 B 43 19, = 55 2 i3 37 1
AR 47 B, A5 RE 330 FE N
P S, AT B NRERERE R 29 B 5 41815y
% .G EF 160, G BE 26101, G, EE 384 AL
JERMERE < 1/2 B 39 6, WUZRIGRE >1/2 /&
H 410 ISR ERE 54 0], kSR
26 1) HImALEER R 49 ], TS R 31
1) PR IEF=ECRE (FIGO ) 403H. T . THHE 43 ),
. VIS 37 6], 5B mli 30 4+5 WU 45 R
PERRASA T T Er VISR A B3 A0 IE 8 1 B LH S U A vt

1.1

WA, Pl FE WA SREARSIRG, 7 RMAE TR
Ao ARWFFELBE A A, i B
G I B S R 15 .
1.2 KF5HE
121 KA E5AE  Trizol 5 H 3¢ F Invitrogen
7y H), RNA 2 Bl 7] & W B 36 8 Axygen 24 ],
MicroRNAs 10055 St & B 175 B 25+ R A R
5], eDNA 1 556 G0 [ 52 [ Thermo Scientific
/ANE], SYBR Green 4 [ %[ Roche /AH], real-time PCR
S A _EAE TAY) TR A RA . Nanodrop
ST H 2€[# Thermo 23 ], qRT-PCR §H44%
I F 2 5 Roche 22 H o
122 qRT-PCR # M miR—944 &£k  MBAH
BUBHZUREA, M E T 10 ml B0, AIA Trizol
WA, DS AR W A3k, SRR, s
B E T UK bo Trizol 2542 HUEC i 2H 2 KB % 8
DY ZH 40 5 RNA, #4238 5 I/ RNA 32 50 5
& M1 B A5, Nanodrop 43 36 6 BE 114 ) & RNA ¥
JE B 46 B (OD,/ODy, L H 7E 1.8 ~ 2.0), cDNA i¥fi
B sk ) & U AT 0 FL 5, oDNA P B T 20 °C
BURIRAE & Mo 519 % 5 0T : miR-944 1F [n]
5'-CGCGAGCAGGAAATTATTGTA-3', miR-944 J [f]
5'-TATGCTTGTTCTCGTCTCTGTGTC-3' ; N £ U6 iE
] 5'-CTCGCTTCGGCAGCACA-3', U6 JZ [f] 5'~AACGC
TTCACGAATTTGCGT-3', & &t PCR ¥ H4 UK miR-
944 FXT kK. qRT-PCR ¥ 4K ZR K 10 pl, X
N 2 95°C FAEE 10 s, 95°C 78 TE 15 s, 60°C 1Bk
20s, 70°C ZEAH 205, 435 MFER, SRH 27 iR
miR-944 X Fik i, AAHLREM T 3 IKEE IR
W5, TG .
1.3 PR

Bl AN IR ECE 112 BEVTR TN BB ARG
1 ~ 48 H, BHUTZ S B E IO T8 Bk b
BakmE (2017 48 6 ).
1.4 Fit=EFH*E

BRI TR SPSS 13.0 Zeitdk i, %R
PR = prifEs (xxs) Fon, ZHM BRI 2257
Mr, WL HERER PR ¢ K656 . THECEERHIR (%)
N, HBER A x PRI, T Kaplan—Meier MR
2] 8] Fb 382K FH Log—rank 556, SR FH 32 1804 #VE R AIE
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( receiver operation characteristic, ROC ) k. P <0.05
RESAGIHE L.

#HR

AREFEHNEALF miR-944 FKixfER

EC FH141h miR-944 AHXT R B H 5 1EH T H W
AL, ZRAGITHE L (1=15.405, P=0.000 ),
ECHE 2 (329+1.21) i FIER 75 N4 4
(1.02+0.32),
2.2 EC EALRFIGKRFIERFIS miR-944 Rkl
X&E

ECIRAZIT, miR-944 Fik 5EF YIRS . 42t
ARFS L IR L5 R TE O (P >0.05) 5 1 5 i
JANUZIRTEREE . A OSSR | A7 T % I
FIGO ZMHAHSE (P <0.05 ). TEAUZRIEIRE >1/2 411
PR, miR-944 FBACY- = TR EIERE < 12
4 (P <0.05); fAMREEEHERBRANEmMLT, miR-944
TR TR S AL (P <0.05) 5 A1 mab i
B2, miR-944 Fik/KF- i T m b 5474 40
(P<0.05); 761 . MAAIEHLH, miR-944 Fik
AT, VHIZ] (P <0.05), ULFfF#.
2.3 ECEBALRF miR-944 RiE5EELEGFRY
EI:0ESES

PLUSEH {8 o BLRR, OB EC H 4 4 miR-944 ik
FIRkAH (341 ) 5 miR-944 = KK (46 B ), %
i Kaplan—Meier HAER 2k, 45BN, miR-944 &%
RABF SR AAER SR BB H LR, 2
SAG R X (( x’=8.534, P=0.003), mEXHN
54.35% ( 25/46 ), fi& T miR-944 (KR 2H e 1) 85.29%
(29/34 ). miR-944 = 3k 21 (1) (8 35 V- ¥ A A7 1) oy
(50.09£2.03) A, il miR-944 fILFRL HH 1Py
AR (56,03 £1.83 ) N, Log—rank FieZh 4 i
7, miR-944 75 Rk 4 B 1Y 2R AE I ] A miR-944 Ik
FORHRFEEAT ( x=7.784, P=0.006 ). W& 1.
2.4 miR-944 Fik ¥t BETM /LW N {E ST

DUE 5 0T B2 R0 5 N i A o AR AS, R AT
miR-944 F ik /K1) ROC 730Hr, 20 HT miR-944 33k
IOV XS RIS HA —E WA B2 / HIT . 29
B = (HURAE + bk 1), B85 R X
N Y miR-944 AHXT Fe ik i, BN R(E, A
WF5E FR A S W (0 1.8, FE b BIE AT, U
g 743%, N 70.8%, ROC MLk ih< T mfH

2

2.1

(AUC IH0.784, 1- 555044 29.2% , 21548500 0.451,
ROC Hi£k WL 2.

fizk ECEARFIGKRBEFHES miR-944 RIZHXF

(xxs)
I A5 LA n miR-944 F i PE
AR
<55 % 43 3.36+1.22
0.522  0.603
=55% 37 3.22+1.17
A RS
EAGERiT] 47 329+1.24
0.034 0973
M55 33 330+ 1.36
S Bl 43 #1
TE AR e 51 342+1.45
\ 1.074  0.286
EFE R 29 3.07 +1.31
MU
G, 16 325+ 1.17
G, 26 3.09 £ 1.34 0.641  0.529
G, 38 3.45+1.24
WUZ BB
<12 39 251+137
4567  0.000
>1/2 41 4.04 +1.61
MRS5S
&l 54 348 +1.24
) 2.100  0.039
I 26 283+ 141
TEANEERS
H 49 353+ 1.46
2.192  0.031
Jc 31 2.82+1.33
FIGO 434
. I 43 3.02+1.35
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EC ZRHRN G ot B R 05 6 7, Iegiit,
2012 AEA 3K EC T & BI1EL 2 32 77 EC & —Fh e
JE S TR R, B2 ER R FE T L EC,
LI . EZRA . ANHRE R RS, Tk,
X ECIZWrFIARYTY 7 H S T B RIEE, SR EC M
WRAEWBUSIEA SN, HSHEBEFFN10% ~
299%™, FE NI & A MU UE R, AR 2 R
microRNAs [T BE S FZE 5 5% o MicroRNAs A [A]
A EA e S S PR B s S R T g ', e R iR
FERAYTHEE, A0 miR-340 761 ARS8 20 o 8 i 400 [
BR ROCK1 FEHZR3k , il g A b s A28, HAT
PEEFENIHRE ", e B4, miR-340 MREAS (2
EMPE AN AR . IR AR T, R S T
A", ZFh microRNAs 75 EC 4R 5 A Tt fth &
PRSI S R sl S R A T BE, 4N miR-199A-3P"
miR-101"" 45, Ok 2 IEE R, miR-944 25
2T IR 1 e A R R AR, ARBIFSE G
miR-944 7E EC #5414 h R85 50 B LI R Lo

HE, qRT-PCR 25 7R, 5IEH 5 NI
FHE, miR-944 7F EC 414U A KF B, $&R7E
EC Mg e it #2 v, miR-944 1] BE & FE AL s 5L 4 1Y
g, RIRAHFIEUESS, miR-944 7EIF/INH L fifi i
( nonsmall—cell lung cancer, NSCLC. ) P[] e R
SOCS4 3k, FEMAEHMREIEAL, AR 1)
fig ", SR, miR-944 7E B . i " R
SR A R R AL R D) RE, 1T RE-S R T IR 4
HINE 250 miR-944 FUFLRERARRA 5%,

I3 HT EC S miR-944 3k 5 EC B F I IR
REEFIEZ MG R, 450 /R, miR-944 TENLZ IR

TEUREE >1/2. FEAEMREERS | AR AT . IV IR
PRI FBACTEEE , HERFE miR-944 W] e f ik
T EC JEANAEXTE IS0 | IR AT AL
H miR-944 HAVER EC HI2Wr ( 1. M) 545
IV RE . miR-944 1] G823 o ¥ ) 8 35 55 b 1200
1RPESIEREAR I FRs, dFm R EVER, W XIE
A SRR, miR-944 §E A N JENESLA S100PBP
ik, PEmMAEHEESUEMRE TR, AR
miR-944 {i¢ IR 54 B i INTERLIRI R THR Y, H5AE LA
Je B FE A TR 2

A, AR miR-944 Fik 5 EC BH U5
KR PEAT T, G5 R R, miR-944 W #IK 10 EC R,
HARJG 5 4 DAARRHPE B A AT miR-944
RFEIBERH, #oR miR-944 5 K351 REFUR B8R0
AP A AR, 5 EC A R BUS % 1)
HH2E, miR-944 ELAAVER EC B3 A K15 Hm iy A&
Yoy F R EE. HE 48 " 7EZLARE T i s g il
2RI L5, miR-944 ¥ a1 85 BNIP3 HEA
Fik, FEAEPAFVEMTZE, miR-944 A] 1 AL
AN KT A TSR

i, miR-944 FKIiRIKF-H ROC 437, 25 R4 «
M miR-944 F kK FE7E 1.8 (ROC 20T TS (e ) LA
R, B EC MFRPERE S . SRR HIE EC
(AT BEIESE . ROC Mk Nl AUC {H3m (0.784 ),
BB R S M AT B Bl A ™ IR 4 SR
L% HE4 Al CA125 2 W EC B8URAE 20 51 R 54.67%
H128.00% , 55 PE43 51k 98.57% F191.43% , 52 AL,
AHFFE R miR-944 12 EC AU R, ke
i 488, P ARRNEETAARR D, ARES S
SER I —E W, RS R AR &
DISSTE AT SE . HERRYZE IS

ZE LTR, ARWFFEEERUESE, miR-944 7E EC J#
HAP R ERBIRE, H miR-944 BRAHURE BE
ARER AEWUZIRIE . WRE AR R s, I HS
BEBARARIG 5 4 S A A7 R T35 A7) ] AH
X, $E8 miR-944 Z 53142 #E 1 EC IR R E
VERZ, miR-944 n[{EN EC 32 WA 195 T a0 v
FERLS
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