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HE . B w3k s esigE (NSCLC) 2822 microRNA—452 (miR—452) #2 microRNA—5100
(miR—-5100) a9k EARF, FHRELEREL ., Hix KA EFREHAR S (real-time PCR ) A& 94 4]
NSCLC & & 89 5 28 22 Fo 35 57 5 2B 2% F miR—452 Fo miR—5100 89 R &K F, S HE 5 6 FRILAFIEG £
% ; &M Kaplan—Meier & & ¥ £ 5 H miR—452 fr miR—5100 £ A 3t 8 & KRG 5 5 % A A Ffe A 40510 69 %
oy, Z5ER NSCLC &40 P miR—452 A8 3f ik FAK T & £ 448 (P <0.05), NSCLC /&4 4 F miR—
5100 AT R EFH THFEFHEL (P <0.05), NSCLC L ¥, miR—452 Rk 5MmmEEM . N
TAARFE . B KD BB RSB A £ (P <0.05); miR—-5100 & &k 5 M % 5 LA E . TNM 5 34 #
(P <0.05). miR—452 HREEFNRE 5 FEEFFEEG TREALES (P <0.05), PAEEFEK TIOEE
EF (P <0.05); miR-5100 AKX EHWKE 5 FEAFRKTIREAELEE (P <0.05), Pt AaEET
&k B4 (P<0.05), 518 1 NSCLC B2 P, miR—452 24K . miR—-5100 £FH K%, HE TS
5 NSCLC M mie Bt &, HraBEE.
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The expressions and clinical significance of microRNA-452 and
microRNA-5100 in the non-small cell lung cancer tissues
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Abstract: Objective To detect the expression of micro RNA-452 (microRNA-452) and micro RNA-
5100 (microRNA-5100) in the cancer tissues of non-small cell lung cancer (NSCLC), and to explore the clinical
significance. Methods The expression levels of microRNA-452 and microRNA-5100 in the cancer tissues and the
adjacent normal tissues from 94 patients with NSCLC were determined by the real-time PCR assay. The correlations
in the microRNA-452, microRNA-5100 expression and the clinicopathological characteristics were evaluated.
The Kaplan-Meier survival curve was utilized to analyze the influences of expressions of microRNA-452 and
microRNA-5100 on the 5-year survival rate and the survival time after operations. Results The real-time PCR
results showed that in the NSCLC tissues, the expression of microRNA-452 was lower in the NSCLC tissues than
that in the adjacent normal tissues, and the expression of microRNA-5100 was higher than that in the adjacent

normal tissues, and there were both statistical significances (P < 0.05). In the NSCLC tissues, the high expression
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of microRNA-452 was correlated with tumor pathological type, the tumor differentiation degree, the tumor size

and the lymph node metastasis (P < 0.05), and high expression of the microRNA-5100 was correlated with tumor

differentiation degree and the TNM stages (P < 0.05). The Log Rank results suggested that the 5-year survival rate

after operations of patients in the high-microRNA-452 group was higher than that in the low-microRNA-452 group

(x’=8.324, P = 0.004), and the medium survival time of patients in the high-microRNA-452 group was longer than

that in the low-microRNA-452 group (x = 7.318, P = 0.007); the 5-year survival rate after operations of patients
in the high-microRNA-5100 group was lower than that in the low-microRNA-5100 group ( x = 7.693, P = 0.006),
and the medium survival time of patients in the high-microRNA-5100 group was shorter than that in the low-
microRNA-5100 group ( x = 8.174, P = 0.004). Conclusions In the NSCLC tissues, the microRNA-452 is lowly

expressed and the microRNA-5100 is highly expressed, which may exert synergistic action on the tumorigenesis and

progression of NSCLC and influence the prognosis.
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JE /N 41 it il 9% ( non—small cell lung cancer, NSCLC )
J2 I 96 B UL B4 BT L M NSCLC 3 Tl 22,
AR AR AE T R A TS W AE WA AR, X B 5 NSCLC
FI2WrR | MR E TR ARRE X", Btk
L 2 4~ microRNA (miRNA ) 43 ¥ A 4 Jy NSCLC %
5 1 R LIS PEAL (8 T S 0 Ay T AR Ok,
microRNA-452 ( miR-452 ) 1 microRNA=5100 ( miR—
5100) A A miRNA B 5% 405k 1 #4050, 177 56 F miR-
452 1 miR-5100 7E NSCLC H () 2 35 B % H 0% 1
S BUE R FINAE, E AR IE T AR
5 7 K I NSCLC 48 41 21 miR-452 Fl miR-5100 119
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1 #PREFZE

— g &R
VEHL 2012 4F 1 A —2012 4F 12 F 1 FH 15 2 g 4
LRI — B & BEBE ISR 1 94 151 NSCLC F8 75 (199
LUV B2 >5 em WSS IE R AL, FARSRE
U BREAR)S , S RIVE TRA P IRAT . AR
REIAREEZBUMREIGST 5 R EREHESSN NSCLC ;
LA e I ookt . HEBRARIE « RETHEZHis A
J7 5 AP SLAEAENDE 5 B OFM9E . B2 A% S5 A it
WP . AT ARBFAE S, SR 28 h s R
i, XSHREIAT 1 ~ 60 A HRIBEYS, B2 RETII R
SRR EIET o AT SR B AR FRZR D1 2 A AL
1.2 ERRE B R

BRI AR A LREA, DIBGE RS, R
FH Trizol iR | # B & RNA, TaqMan miRNA it 7
BT SR, TR E T -80 CUKA R AT, R

1.1

miScript Reverse Transcription 123l & 1 miScript SYBR
Green PCR i /| & ¥ 17 52 B 2B & Bl 5 S NV (real—
i3
WS 95 °C i AE P 10 min, 95°C7ZEME 155, 60°C
B K 1 min, 345 49 7F ¥, miR-452 1F 9] 5] ) -
5" —=GCGCAACTGTTTGCAGAG-3", JXIa514) .5 -
GTGCAGGGTCCGAGGT-3" ; miR-5100 iF 1] 5| ¥
5" -TGGCTCTGCCTTTATTCCCTAGT-3", FIalg|¥y .
5 —AAATAAGGTGCTTTGGGAATCTGT-3" ; U6 iF [f]
1% . 57 —~CTCGCTTCGGCAGCACA-3", JZIal5|¥y .
5’ —AACGCTTCACGAATTTGCGT-3", DL U6 JNZ,
FH 279 T miR—452 F1 miR-5100 AYAHXT # ik .
1.3 Sit=rHiE

BAE R A SPSS 19.0 Geit#it. iR ROR
BB + BRifEZE (xxs) Fon, HOBH K05 5 THE0%
BHLR (%) Fon, WA x° K% ; Kaplan-Meier
BHIAEAEZ, A Log—rank x° K346, P <0.05
hERAGIEE L

time polymerase chain reaction, real-time PCR )o

2 #R
2.1  NSCLC =22/ miR-452 1 miR-5100 i

RILER

NSCLC % #H 21 Ff miR-452 1 miR-5100 A Xf 5%
K (026 £0.11) 1 (3.25+£0.79), 5% 1F
B 20 21 miR-452 F1 miR-5100 A6 XF 6 35 8 43 51 0
(1.15+0.21) F1 (1.09+0.18 ), M# miR-452 Hixi3
INEEIES, ZR A% E X (1=36.399, P =0.000),
NSCLC ¥ 21 UK F 988 55 1 # 1 20 5 W # miR-5100
MXTRIB I L, ZFA50T%E L (1 =-25.846,
P =0.000 ), NSCLC #2024 T 57 15 % 4141,
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2.2  miR-452, miR-5100 FiX 7k F£ 5 NSCLC UMK,

EEIERFEB I ER NSCLC £ # miR-5100 & ik 47 i, miR-5100
NSCLC ¥ miR-452 F#&ik 49 fl. miR-452 @/ @RIk S HREAEE . VRS W0 . R B R |

FIRGHREAER . WO AW, R R R RN R B S RSB A AR RS JCAH S P >0.05 ),

TNM 3B TCAHSCHE (P >0.05), Wi B . i 5 Mo o A RR B2 . TNM 43 B AH G (P <0.05),

SRR MR N SOk L SRS A A (P <0.05 ), DLRHER.

MiEx AEZMEZT miR-452 1 miR-5100 B FRIL XL L

<55 % 49 21 42.86 23 46.94
3.525 0.060 0.384 0.536
=554% 45 28 62.22 24 53.33
ezl
L 32 18 56.25 19 59.38
0.330 0.565 1.706 0.192
E’e 62 31 50.00 28 45.16
2 418
= 56 29 51.79 29 51.79
0.006 0.936 0.177 0.674
= 38 20 52.63 18 47.37
JHRR R FE AR
ek 52 22 4231 25 48.08
] 39 26 66.67 5.738 0.047 20 51.28 0.436 0.804
HAh 3 1 33.33 2 66.67
AR
534k 35 11 31.43 26 74.29
9.574 0.002 13.155 0.000
=Y 59 38 64.41 21 35.59
iEEpNAN
<3em 49 32 65.31 24 48.98
7.123 0.008 0.043 0.836
=3cem 45 17 37.78 23 51.11
WRELZE RS
2 33 11 33.33 19 57.58
7.198 0.007 1.167 0.280
o 61 38 62.30 28 45.90
AL,
2 30 14 46.67 16 53.33
0.527 0.468 0.196 0.658
1 64 35 54.69 31 48.44
TNM 434
1.1 67 32 47.76 26 38.81
1.782 0.182 11.692 0.001
1, v 27 17 62.96 21 77.78
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2.3 NSCLC fEALA f miR-452 1 miR-5100 &
EIK XS B E SRR

NSCLC H# h miR-452 755 35 49 {9, ik %k
45 1], miR-452 FRIFHBE MRS 5 F L EFFR
1 51.02% (25/49 ), fIRFE N 22.22% (10/45), 4
X KK, ZRASGIEEE L ((x'=8.324, P=0.004),
miR-452 (5 R IK A B H WA G th A A AERT ] 43.00
A, KEIEHH 36.00 ™~ H, 2 Log-—rank x* K4,
ERAGIFEN (x=7.318, P=0.007 ), WK 1,

miR-5100 = 3% 35 & 35 47 B, ik 3% 35 47 i,
miR-5100 /5 X H B H M ARG SE LA FER
23.40% (11/47 ), KFEkH N 51.06% (24/47 ), 4 x°
Ko, 2% A5 %3 X ( x'=7.693, P =0.006),
miR-5100 /& k41 B E AR ST 7 AEAEI TR 36.00
A, AR R 43.00 M H, 4 Log-—rank x° ki,
EFAGITHFE X ( x'=8.174, P=0.004 )., WK 2,

1.0 —miR-452 #3541
—miR-452 KR4
0.8
fé
& 0.6
4
K 0.4+
B
0.2
0 10 20 30 40 50 60
S EIE!
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ETFE
1.0 —miR-5100 354
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=
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3 itig

R R . KR ZINER . ZEEN LRI
g HET, KEHFTEETT THRIE miRNA et AL
KIEHHITIRENEIT , let—7 SR 61 145 i S8 2 T

FHIE

miRNA #1157 - PEL5 G 25 RNA (mRNA ) 119
3 —AEBIIRIX, S mRNA MA@ B, vhm
PSR IR, miRNA Al 3 o8 5 2 98 2k PR s ol i 2k
Rl ek, vEm & 3EDRE *" BIFGEIESE, miR—-452 7F
A e v BE T % P AR 98 2k TR Ty e S BT g SR A
e, WAEFLIET, miR-452 F£ikThe, MERE
FErh, miR—452 FRIRFEIL ", AR LI, SESIE
WAL, miR-452 75 NSCLC 414 i Sk AR,
5 HE 88 " P54 R 8 i, miR-452 {IR%
IKTE NSCLC Mg I it B2 v R FEAR /R ], miR-452
FE NSCLC R ML YiaE. A58 K M, miR-
452 AR 3k 5 1k e 968 1) ek PR 30 R A 5 TS SR A
Fe M ARBFFREE R I, miR-452 12522515 B s B
R ARREE . MR RN B L s 5 RS A G, R
Je o PO FREERRRT , miR—452 SRRV , Frbfd ELAR RO
FEAER LS55 7, miR—452 FEA/KFRAIK, 7R miR—452
AECZR 3K T BB A ) Ff s 44t L oA, 2 a2 ek 3 4 A 4
M & Bz 18] i %% 4k (epithelial-mesenchymal transition,
EMT) 3f . KRISTENSEN 25 " ¢ 1 1] i 955 20 fitg v
FIBFFE & B, miR—452 RlE L 5408 . dip
RPN Sl A L RE BN AR OG5 S PR TGV, 00 40 A
W RETH, AFITIESE, miR-452 GENTH NSCLC
AasE AR 2R Y RS, EE WX miR-452
S NSCLC 4 3 Ak . 38 5E B A= 223 F F% 11 P9 ZE AL
P TR AT

CHULIWA %5 "R I, FEEairh, S
14 miR-5100 & 7k AT 417 1 48 ffg 38 58 4= 22 45 5
HUANG % " 55 45 54878, miR-5100 el 2 ZUR
i 4 B AR FE k8 0, H miR-5100 HA {2 2E 41 i
HFEAITIAE, A HED , miR-5100 A [a] i e HAR 5
LA 2L A T RE . ARAESE 1 real-time PCR 45
7R, miR-5100 7£ NSCLC fE4 4Uh Faksgim, #oR
HATge2 5 8E NSCLC MR IE Ak, HA ST
o AN, AWFTERIL, MR AR AR NSCLC
2T, miR-5100 FIA/KFHEE, 1 miR-5100 =
FIK 5 TNM 347 5¢, fHEN, miR-5100 ] # il
g AR oA 5 S R R . L1 AR RS R R,
TEfili bRz 4p T, miR-5100 A]#0E Smad2/3, {EiE4H
Mo EMT, HAETSAT miR-5100 7E NSCLC H 4
PURIRRSEEL D o JRELitgaeh, B F NSRRI KT
AT S miR-5100 ik, HICHAE NSCLC g

- 26 -



#
A~
&

MG+ MicroRNA-452 F1 microRNA-5100 7F NSCLC 22 P iy 363k M il R 25 X

PRAEFIBILE

Kaplan—Meier HAE 0T % B0, 76 NSCLC JFRg 241
miR-452 £ Fik . miR-5100 &5 £ ik, BN EFE
TRIARSG 5 4 SAEAER B A7 AE AR E], miR-
452 Fl miR-5100 "] /E R N NSCLC &5 B 19 A4E )
AT

Zr Lk, AR5 &k BLTE NSCLC ¥ 4 41
miR-452 k%35, miR-5100 £ &Kk, HY5H
22 AR FERE AN R B A DG . miR-452 Al
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