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WE . By microRNA—122—5p (miR-lZZ—Sp) 5 microRNA—199a—5p (miR—lC)()a—Sp) BT
ABEFAE (EMS) & Fmfe kil 2ol RE L, 77iE aikit, MAULIR 2016 51 A—2017 £ 12 A4
b BHEREEERSEW EMS B35 004 (EMS4) RRMARFmEEEL 7046 (AFTRA) A RAT
Fo HHKRA LN EREZTRESHERS (QRT-PCR ) A BIK f 2 R AKX (ELISA) A #j LA B e 7 49
miR—122—5p = miR—199a—5p 69 kKR G mpiF —6 (IL—-6) 69kik, FoWEL L IE RAFIER AR, W
ZIRFBMEFIE (ROC) WK, R EMS A EF 0 ik R E P IL-6, miR—122—5p, miR—199a—5p )
Rk Gt mRarbss, 23 A %t FE (P <0.05),EMS 283938 %, miR—122—5p ¥ kit 5 IL-6 KF(r=0.578,
P <0.05), miR—199a—5p &iA (r=0.721, P <0.05) ZEA*, miR—199a—5p 49 %k 5 IL-6 KF (r=0.562,
P <0.05) 2 EAM%X, miR—122-5p F= miR —199a—5p 44| EMS #9435 3] 1 94.7% F= 92.1%, 455714 5]
A 90.5% F= 88.6%, L5t A2 miR—122—5p 7 miR—199a—5p £ EMS % & 8§ K & 3 e, miR—122-5p 5
miR—199a—5p H R AW T8 AL 6 A ir & e A,
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Expression and clicnial significance of miR-122-5p and
miR-199a-5p in serum of patients with endometriosis
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Abstract: Objective To explore the expression and clinical significance of miR-122-5p and miR-199a-5p in
patients with endometriosis (EMS). Methods Ninety patients with endometriosis and patients receiving infertility
examination were involved in this study. Quantitative RT-PCR and enzyme linked immunosorbent assay were
performed to detect the expression levels of miR-122-5p, miR-199a-5p and interleukin-6. Clinical relationships of
the mentioned index with clinical features were analyzed. Results The serum levels of IL-6, miR-122-5p, and miR-
199a-5p were significantly higher in endometriosis patients than in control group (P < 0.05). Expression of miR-122-
Sp was positively correlated with serum IL-6 (» = 0.578) and miR-199a-5p (» = 0.721); miR-199a-5p expression was
positively correlated with serum IL-6 (» = 0.562). Sensitivity of circulating miR-122-5p and miR-199a-5p was 94.7%
and 92.1%, respectively. Specificity of circulating miR-122-5p and miR-199a-5p was 90.5% and 88.6%, respectively.
Conclusions Serum miR-122-5p and miR-199a-5p may serve as diagnostic biomarkers for endometriosis.
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PIRRE / 428 . FEINIRE I . QM8 P ek Sk R AE M
P . BRGNS . CBMEIE . BB e R AL
MGG . PR IE 23238 G T2 % TR
BAS, BB AT 5 2t
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Flo Thermo Fisher miRNA First—Strand ¢cDNA Synthesis
Super Mix i 5| & . Thermo Fisher qPCR Super Mix i
5 & ¥ B 35 [ Thermo Fisher A4 ¥4 R H R 2\ 7],
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Nl BRAE, SR R A W S (qRT-PCR)
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RZ& . 10 pleDNA, 12.5 w1 SYBR Green Master Mix,
0.5 wmol/L 5%, RNase—free K 4P FAKFLZE 25 pl,
Real—time PCR £ ] & F 7500 real-time PCR System
( 32 Applied Biosystems A F) ). M 554 : 95 C il
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F1 —RIGKFLILE
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SRS 1 (%, BMI/ ( kg/m’, AR (F177)
ZH 51 n = —
=2 *s) iz Gty H R )
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