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Research progress on CircRNAs in gastric cancer*
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Abstract: CircRNA is a type of non-coding RNAs characterized by closed covalent ring structure, which
widely exist in various eukaryotes. Recent studies have shown that circRNAs are not just simple by-products of
transcription but also exerts biological functions including the occurrence and development of multiple neoplasms
and chronic diseases. Gastric cancer is one of the most common malignant tumors, which is the third-leading cause
of cancer-related deaths worldwide, while the mortality rate of gastric cancer has decreased in recent years. Some
studies have shown that circRNAs are closely related to the occurrence and development of gastric cancer. This

article reviews the role of circRNAs in the occurrence and development of gastric cancer and its potentially value as a

marker for the diagnosis and prognosis of gastric cancer.
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