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Abstract: The prevalence and mortality rate of cardiovascular disease in China is still on the rise, so it is
especially important to screen out new cardiovascular disease biomarkers. Traditionally, blood has been the most
widely studied source of biomarkers. In recent years, urinary proteomics has become more widely used in clinically
relevant issues, and the use of urine as a biomarker has attracted widespread attention in academia. This can help to
better understand pathophysiological process of cardiovascular disease, allow the definition of new biomarkers for
predicting, diagnosing, guide clinical treatment, and help identify new therapeutic targets. This paper describes the
current research advance in urinary proteomics and the major finding in the study of characteristic markers in the
urine of known cardiovascular diseases, and prospects for future development.
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BT ] H AT A5 i B 2 — , O
EECEF . FHISHEER PR EE N R BEE R
MURE, BRI ARE, fedt TR S F R
AR o e RE v PRIBRT LAKCRE . TeBiIth
AT, IR A BOARRAR R A BRI N —,
AR S pomibrE R H . R A B TR0
AP . SRR IR TR AR iR

1 REBRAZFHE

PR P 4H 24 B9A% S T 1996 4F MARSHALL 45 "
Py, RVFI S AR SR, R AT
Y PR B T TIORRE AE YA oie . &
FLALHE 3 A5 T BRI - QPR T 8 A S5
QEATMMAHEAER 5 OFFIGERIGH T (YL,
e B iy 2 A5 ) B A FRA AR AN )

T 3 B ) I A 2 R B A A ) R T ) 4 R
SRR WA A A R A AT AT AR E . A
20 42 90 AR HEE 2 bR T IR R ALY %22 .
ADACHTI 45 ™ i FH & 43 FE 32 0 FN — A 2 1 25— B
HL LI B2 G 2R A PR B A TR N8 PRAE v M 1
1534 ANErfEEREMA. Hil, @Sk es
PR RE AR (RS >2 000 4, BEE A R4
R, FRGVE AR BBk I5 S R T AR
B2 TE Y PRIBAE A A EA DL T I A A A
OIREFEASRAERI S o0, RoESMSAE, vfE
G R AR AKEIN 3 QPRGN MR A8, 78
—E R R WA HURAIRES, B g 2k
AP A MG AR B WEAGH ALK, X 7E 1L AT
REAIANE], (HAE R h A AT ReRs ) ; Mk & A
20 Ff i R AR T, X SBERE (AT REAE R T AR K
Fu, WA MRE T, R T K
AR HAL M A TS 2R A%, PRI w] AR i
AR S BRI TR — X HOR (liquid chromatography—
mass spectrometry and tandem mass spectrometry, L.C—
MS/MS ) T S Hin Il e S I == o (L 2 il o 1 2
AN AR 1 AT AR AR B (B Y A BT E
Toxd RF AT 5 Ot HA BRI R A, o mT DAFG Ak A etk
PRI H , DA DB RIBET S, NI Y7
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PR E B RAF 7O I E FfR i 5T H aI R

EEKIREEREIL
ShKHERE AT — IR RAEIR, (HEEH O

2

2.1

RIE, HASSEUTERR. KL, TSk
FEREAL O BB BRI R HRIR S . BTG IR SL=
AR TSN Sh ks A Ak L i At 5

FEAMIFTE RIS, ZRE A E BER/N R (ApoE-/-)
SE— AR SR FERE AL SR RL, ApoE—/- /N
WEREAENIRER, RIS E R IREAT 16 FhZ2 ik
SR R IBA 25510, ZaXt FIRGIRRTE
TN IR0 B Bk sk A B AL HAT 90% 1A U
F1100% f RStk "o Z IR HY 7 ~ 12 A W I ik
JE&, Hoh o FhAYibrilY) (GAEIRIEER . ERIRE
Fi BRI R . BIRMERCR Y EN . REERKE T
Koo 1= PR B R BE ) REAE Bl % i A 26
SRS FERE AL S LI ™ R S A Wb
AEWITES K RAERE AL 5 T S A ™ B AR LA
TR & 22 5%, T T A AN [ 0 sl kR A ik
22 ILEFE
DL R ML, OV B 5 ik
AU RS ) DA A i s RN Sy S B R BLA i
IREFBAE " LR T 73 AR BTG AL IR 5
Wk FEREAEAE CBERS ( LATR IR0 ), Hh AR
SE VOB B T B Do AR A B S4B s,
AARFEREEE AR A AL IR, P E I Al
J& gt v M AR E

[ P L3056 O Y DR 1 BT 2 5 v, X 64
R PR R AN 115 B ANARE PR O 200 - (i TR
MO S s R &, LR AR IR A 1K,
PIALRF MR P L 4EE IR A iRIOK P 2R, H
PRBETAEE IR A KA 225, ARE B OG0 i
BRI AR AR A m B2 3 65, 4546 ik shbkisy
AR A GREE R R B Dk N AR 1808 1 PRV 2T
AEE IR A MKV HE R, 2 5 5 A R R S e M
fff i 56 ( enzyme—linked immunosorbent assay, ELISA )
ESE T FaRghie ™ R4 Ak A & AR EE I A AR
T, AHEEAE o (A) BERURS -16 FIH 17 ZIFAY
JRBESE, BRI 1 ~ 16 DR IR YL Y £F 4 2
FIIK, 2 SR A G 1 136 4 e 21 AE 2 1 e 20 il A%
MITTHEFRAR , TESE A TRE AL O SO/ = 6 838 I T g
AME. MBRBALTAER IR A FTHFZEI A 24 h, 52
ML Y BRAS £F e K A TE A 8 L. WEINER 45 ™
i ELISA Kl 247 5] 2otk B fis 26 19 PR 2T 4k 82
KA, KPR AEE AR A FHE i BETE 1 AN E
A AR O EFFR BN T 4.82 1%, 1EZ )5 RIFETT
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il PO EAE AL T iy i 2 B R R | By AR 2

FRASE TR Len2 BCRR/INBRL 3 S S2I0AS ) 1% 55 4.0 L AR
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PG, KA B TR I e bR R, AT
LA 42 T 3 o 1) g LA B

et H BB RO RSB, TR R Tk
K AR 2 EAE T 2 V- 65 Firmiana ™™, F %
FRGEAT LASE I — A A 1 B2 s s SOOI R A A —
TCEEE e T — 2 A R R
AT —RPIE AN S 5 [RlNHZ Gl PR 2 e
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