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E . BH #3t miR—127-3p AR F Sk @mieB (ESCC) PR AR LG REL, ik &R
2013 2 A—2015 F 2 A TH@ BEARERF KT PO ERATINF K69 80 #] ESCC &4 RAR LR
FULLBARA, RN LI E AT T RABHER AN mR—127-3p mRNA #xt &k F, £ %I 28405 %k
Hrl SKI & 6 2 & & B BB S ALRATA PO L, PP &4 47> 3 SF09kiiz . FlIe4m ESCC %
AR Ecal09 F= Kyse150 & EH AR % b 0 itk Het—1a F miR—127-3p 8 kA K F. BER  HE ML
PRELREY, BB P SKI B G A MR FEEIEFMEIFZH (P <0.05); ESCC 44k Ecal09, Kysel50
P miR—127-3p A3 F K AR T EFARE L E 04k Het—1a (P <0.05) ; W6 &5 1 # & F miR—127—
p AL EGT I MANH (P<005), AKELEESPKELEE mR-127-3p REALEEG T AHKE
A fe RAKE £ B (P <0.05), miR—127-3p fh kit & H ey P At R AR S Rk &FH4 (P <0.05).
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Expression and clinical significance of miR-127-3p in patients
with esophageal squamous cell carcinoma

Jia Fu', Di Wang’, Jin-qiong Jiang', Jin Liu', Hua-xin Duan'
(1.Department of Oncology, Hunan Provincial People’s Hospital, Changsha, Hunan 410005, China;
2.Department of Oncology, Changsha Central Hospital, Changsha, Hunan 410004, China)

Abstract: Objective To investigate the expression and clinical significance of miR-127-3p in esophageal
squamous cell carcinoma (ESCC). Methods Cancer and adjacent tissues of eighty patients with ESCC from
February 2013 to February 2015 were enrolled in this study. The expression of miR-127-3p was detected by real-time
PCR (Polymerase Chain Reaction), the expression of SKI (V-Ski Sarcoma Viral Oncogene Homolog) in cancer tissues
and adjacent tissues was detected by immunohistochemistry, and all cases were followed up for at least 3 years. The
expression levels of miR-127-3p in ESCC cell lines Ecal09 and Kysel50 and normal human esophageal epithelial

cell line Het-1a were also detected. Results The relative expression of miR-127-3p in ESCC patients was lower than
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that in adjacent tissues (P < 0.05). The relative expression of miR-127-3p in ESCC cell lines Ecal09 and Kysel50

was lower than that in normal human esophageal epithelial cell lines Het-1a, and the difference was statistically

significant (P < 0.05). The low expression rate of microRNA-127-3p in patients with clinical stage III was higher

than that in patients with clinical stage I and II (P < 0.05); that in patients with lymph node metastasis and drinking

history was higher than that in patients without lymph node metastasis and drinking history (P < 0.05); the median

progression-free period of patients with low expression of microRNA-127-3p was shorter than that in patients without

lymph node metastasis and drinking history (P < 0.05). Conclusions miR-127-3p participates in the development of

ESCC by regulating expression of SKI protein, and its low expression may be involved in the invasion and metastasis

of ESCC, and significantly affect the prognosis of patients.
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T = B R 41 M8 (esophageal squamous cell
carcinoma, ESCC ) &I R4y, ™5 b i o4 b vt
L RS 2, SiE 20 THLEIAE LT,
WL R A . RIREFHLE, AR ESCC R
Wi 558 R Y. AR B, microRNA (miRNA )
SMER . fE MR B R %), Hp
miR-127-3p 5 FLAR I . 5 0% 55 Mg 2 i % VA
K A WFSE W SKT F H & miR-127-3p W7 A9 1
FE, (HFE ESCC Hhf A HiiE ™ Pk, ABFRERGT
ESCC H i 4141 miR-127-3p [ SKI & 4 £ ik K
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PEHL 2013 4F 2 H—2015 4F 2 H T A AR E
Be A Vb T U BEBEAT AR TR B ESCC 3 80 il
Horp, B 52 1], 2otk 28 ] 5 SFHARERS (57.1+7.6)
%, BEABRG I mMA AR EREN, RAhBGEE
VIBR O B s 55 1 (M@ = 5 em IEW B
B EEHL), E TRAT R, ESCC 2WiR& &
R FRIESE H AR FR EE IR . 2 B 2009 4E55 7 Wik IEI PR
U TNM 43 bR ™, Horp THAERE 22 4], 11
WA 31, T 27 1) 5 IR 25%6 7% 21 4], Joitks
SEERS 59 B, ARFIT AR Be e PR B A ifE, ik
HYABELBEMERE, xR ERY 2 2018 4
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1.1

S ESEIE-
DMEM £ 3% ¥ ( 32 [ Gibeo 2A # ), 0.25% ik
fit ( 2 Invitrogen AT ), ALP iSRG IR & (5
SRR TRA A ), 8 Lk co, 4k 3=

7 (1 HeraeusHolding 23] ), Olympus 5% i fll 7
4t (TH4-200, FAtRIEICHNER) ), SENZOEE R
R WH%E NV ( quantitative real-time polymerase chain
reaction, qRT-PCR ) 12 ( LightCycler480, 185 % [ 12
Wi BRA ] ), TaqMan® MicroRNA Reverse Transcription
Kit 5 & (SEEN ARG A ).
1.3 ST RIES

AW 5T H Y ESCC 4 FE Ecal09, KyselS0
JOEH &4 LR AN Het—1a BI04 H H ER# B
AN . RCEURE G BT RAF RO AR, 37 °COKI
WMR, Hefh T — UG IR (25 em®) W1, 0
A 5 ml DMEM 390, WA 37 CEEFRAATE 5% CO, %
PR RRSR, BBR R 2 &/ IR SIEBEANIEIC A IR
B2y 90% I, 1 0.25% BREGEHALEAN, THEEmtys %
1x 10" 4> /ml e BESERDV ARSI F7, B 2% 3 ~ 51K
AN A T 5 S A S
1.4 RNA #2E
141 LR AT R R R AL,
AR, S BB AR 5 U 100 mg B AT
AR AINAGE 1 ml Trizol 2RI Y EP 4 rh IR G125,
FiRERE 5 min, A 200 w1 &5, FRMRAGER
JICE 10 min 5 4°C . 3 500 t/min #5.0> 15 min, K
FH, 2T 1.5 ml RNase—free /KO H, INALE
PRFRS NI, TR AT, BT UK B 30 ming U B0, 4°C
3 500r/min £ /0> 15 min, 3 2] RNA YLIE ; 75% 945
500 w1 YE¥& RNA, ULHE 2 K, KT 5 LA RNase—free
B7K 50 w1, A RNA ; NanoDrop Jll %2 RNA ¥,
BT 20°CHMF T &M
142 bR XEAHAMTLL0.25% R
b, FEE LS M40 MO E T 15 ml B0 D 5 7R
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4°C, 500 r/min EHEE.C> 2 min, 3 B3, HCEKE ;
A 1 ml Trizol 2R E R, WAIMM, HCEKLE ;
[f1] Trizol ZL 8 A 200 1 8477, 572 % 40 i
B, FEE S ~ 10 min, 7F4°C. 3 500 r/min &
U 15 min 5 BCFJZKAH, 28AF 1.5 ml RNase—free 7K
MIEDE R, A SERBSTNEE, WAE, BUEK L
30 ~ 35 min ; £ 4°C. 3 500 v/min #5.0> 15 min, FEHL
RNA JJUHE ; 75% W9kE 500 w1 364 RNA JL3E 2 U, KT
A 50 w1 RNase—free 7K, 2% f# RNA ; NanoDrop
MI5E RNA WREE, E&F -20CHM T & H.
1.5 gRT-PCR

%% TaqMan® MicroRNA Reverse Transcription Kit
A& U B UEAT R AE, XA A RNA 2E 47 R 41
WL SN 53] cDNA PR, NS - 16 C R
7 30 min, 42°CH%H 30 min, 85°CHIH 5 min, 4°C
PRAF. LIASEIEY cDNA A#RR, T LI qRT-PCR, R
H TagMan® Universal PCR Master Mix 20 w1 JZ WA
Z, € PCRAY E#:AE, DL U6 /RN FIRKM A N2,
ACT /R miR-127-3p FUMIXF F ik, Hd ACT=CT,~
CTonrnrss SN ZAF 2 95 CHUAS P 10 min, 95 48 M
155, 60°CiE k 30s, 70°CHEAH 30 s, H& 40 MEHR, U,
%1,

%1 qgRT-PCR3|#1F7l
L it 127 KB /bp
1EJA]: 5" CATAAAGTAGAAAGCACGACG-3’ 21
miR-127-3p
JZihl: 57 GTCCATGTGTCAGAACTCG-3’ 19
1El: 5 CTAGGGTGCTCGCTTCATCG-3’ 20
v JZIi): 57 ACCTGGTGTCGTGGAGTCGTG-3’ 21
] 1M : 57 AGCTGTCCCTGTATGCTCG-3’ 19
pactin JZm): 5 GACAGTGTCATGCACGACTG-3" 20

1.6 SEHAALFLERN SKI EA

XTI P R R4 T 2 RS i R, X i s 2 2
PEATIRE B BT - RS 5 min, FFETHIR,
TG — RS2 5 min, Jo/K Z PR 3 min,
TeK 20 1 % 3 min, 95% ZEEPELS 3 min, 80% 2.
BRI 3 min, BEFRERZZ UK ( phosphate buffer saline,
PBS) Wi 3K, 3 min/ W 5 #UT R =T 0.01 mmol/
L R b, XU RS- TR, IRk
B, OIS min, RHEERE ; Ul AU A, 8T
B 3% WA KT 10 ~ 15 min, ARG 1R N IEPE R A AL

VIO R AU, 1 x PBS ZZ P s 3 1K,
3min/ K 5 #EHE 1 ¢ 500 LA SKIFifAk, Xtk
IR # AT =0 E 1 h 3038 4CWa IR, H 1 xPBS
ZEPPIRPPYE 3 K, 3 min/ IR ; MR 1 0 1000 JIA
it E LW EARC ) — T, SRS A T E IR
55 40 min, I 1 x PBS Z ik 3 WK, 3 min/ 1K ;
JA DAB i & h i 2 aR], =RTFES ~ 10 min,
SRIGIE K PYE ;s IAKEZ Y EIRIFE 3 ~ 5 min, I
KPR 5 XG5 09U R AT R TR K Ak b B
SRIG A B g8 . SR 3R [ FE A ik, Xt
Y AY) 7o SKI HE T s 2k 2E e fa [l LA
1 x PBS ZZ Wil oh —PLib 1T e, 1E gk
Yo RS B X AR DI R BEAILIEERL 5 S sl
5F (400 %), T SKI & PR AT b7 S 20 a4 2
ML, B RIR A ANME H >10% R IETE, <10% K
BHE

1.7 FirFEHE

B 3BT oR FH SPSS 21.0 Geit . 1HaFOR L
PPEC + bRifi2E(x x5 F0R, U ¢ KB sl oy 2253407 5
THECRRIIR (%) £, LB X2 g ; Kaplan—
Meier 75 2 il A= f7 T 26, L Log—rank x ™ K5 5,
P <0.05 HEFAGIE L

R

KB Zh miR-127-3p X RE B LI
Het—1a 40 -f miR—-127-3p AHXF Fe ik 5 H( 3.04 +
0.78 ), Ecal09 24 (2.38+0.53), Kysel50 & (1.42+
0.51), &Iz, ZRASFE L (F=5.506,
P =0.000) ; Het—1a & T Kysel50 (P <0.05), Ecal09
# T Kysel50 (P <0.05). WA 1,

2

2.1

5 -

[\ [SN]
1 1

miR-127-3p AHXJ 2

o

Het-1a

Ecal09

Kysel50

15 Het-1a 4 LLAL, P <0.05,
ZHAZE R miR—127-3p HEXT FRILE LR

(x+s)
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22 AESESESELSL mR-127-3p HXRIA
=R
18 0% 98 21 20 b miR-127-3p A X F AN

(0.86+0.23), F57ZHE R (1.84£0.35), &t KL,
ERARIFE L (1 =11.547, P =0.000), FEHL R
TIsedH A, WK 2,

2.5

— —_ )
(=) W (=)
" 1 "

miR-127-3p X} F A
3
.

o
=}

IR IR
T SR E AR, P <0.05,
2 REGESEEHEZ miR-127-3p X RILE
tb3k

23 AEHESESASN SKI EAREMLE

B g AL SKI B BRI T
Y. R SKI & A RBHERN 78.75%,
B 1 28 Sk 21.25%, i 55 40 20 BH P 50 13.75%,
FIPER N 86.25%, %4 x° ki, ZRAGITFEX
( x’=67.982, P =0.000), #4141 THssA4l, W
K 3.

(x+s)

3 SKIZEBNEE

2.4  AEIGKRIEFREER miR-127-3p RFTiL X
A%

IS ) R 43 190 6 % miR—127-3p Rk F L,
ZRHGHHE Y (P <0.05), T T 18,
T A AT IR B B R AR B AR miR-127-3p fIKFRIA
R, ZRAGIFE L (P<0.05), AMELEHER
AR s B . WLER 2.

R 2 AEIGFKIEREER mR-127-3p RRIERILE %

RS
<55 % 53 50.94

0.153  0.696
=55% 27 55.56
i
5 52 48.08

1.166  0.280
& 28 60.71
I AR 43
131 22 31.82
T # 31 45.16 11361  0.003
i 27 77.78
NwER
H 21 80.95

9244  0.002
Jc 59 4237
R
H 56 62.50

8335  0.004
Jc 24 29.17
2 A B2
f 49 55.10

0.343  0.558
J 31 48.39

25 BEHEEE mR-127-3p WERESHG

42 {5 A8 R R IR L 21 miR-127-3p I35,
38 i i R k. 20 N H B miR-127-3p Ik %35
BN 47.6%, 53RI8BEH R 73.7% , %4 Log-rank
X Kig, ZRAGIFE S (x'=4.946, P =0.026).
miR-127-3p K&K B H PO Tk (20~ H ) i
T miR-127-3p mRIEEH (3011 ). WK 4,

— miR-127-3p FiiAHE
100 & - =miR-127-3p (£ 35 H
IS
H
0 10 20 30 40
fsf a7 H
E 4 EALAH mR-127-3p RiZFKkFESEEHESRE
MERXER
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3 iTit
IR E BB AR b, B
& EZ, HET miRNA 588 RNFR H 258
A", miRNA 7EE B RIAAAAE 2R, - HREH
WEERENIGE . W RESGERF Y E R,
XEEEE 2B miRNA 2 588 k4L KRG
R, X miRNA 5 EEECRNIIR, HiTE%E
EHP7E miR-21, miR-203. miR-375. miR-106b-25.
miR-143 ¢ miR-196a 55 (1) 5 ik . EILIgEsE "
WSS RN T 84 Bl A BHEA 2, ML T
M, AL miR-29b (K55 48 ], 1E# #ik 28
i, i 2RIk B 8 5 it — 20 o A R B 41
miR-29b {IRRIA A, HMR IR IE AL, TMN 4
WR, BUSRCRESY ; BE% " e R R 44
FRRGI miR-31 AR IA AL, HA L IE R Hgih &Rk
VA, HENHAGE DR TR SR UE R LR R R
P, KURASHIGE &5 " X} £ I P i miR-21 #E 47
R & B, B e R RS MK miR-21 B B ik
A, BRI RS SR RE UG, BES
TR AP BT B 2 B8, ARG 24
SRR TS, T LA SKI ARk, %
HIH AT RES 5 RAEM R 5 JIANG 5 ™ E55 —AR
W 7B AR X miRNAs #4700 %, & 8 miR-127-3p 7£
JiE S 9 2 B rh ek T, LR IR N DR T
DNA WAL S 11 SBEAPERT, TS BOE K Y
M SRR 5 XL LI, miR-127-3p
AL AR SKT R, S TCR-B 55 e 5
EFE, R PR AR A GG, (RN R e A 5
it A i

A 5T %5 80 ] ESCC & # #E 4T miR-127-3p 1Y
PRI | 25 R AP AFAEARRGL 5 Lt 4
Ji 2 95 3 523 R B, miR—127-3p 76 £ 45 Wi 40 i vp
fRFRik, HAEWIRSW 1T WA Rk ik ; s #r i
B I RAFAE 5 miR—-127-3p fEMH LT R IL LR K
M, miR-127-3p BYRIRKF-HBHER] . AFE L&
WEAR S To oG, T R S W 1 00 . A O RS S
R ARG, R B HHEAH ST miR-127-3p 3R
IRHEERNEAEA R, HRE RS8Rk
JE . BEREAHOC, WORHAREEBHERN LA . KRR

FR AR 5 SE A R 80 ) pEAT T RE T
g2, Hi 42 B 8 5 B BHE A2 1 miR-127-3p 17
TEARRIL, T 38 fi 8 H & B 24U Y miR-127-
3p M TS LA T2 5 5 Shl A2t 17
AFTEIL, Bk miR-127-3p % i ok R K
F miR-127-3p KRR B H .

ZE LR, FE ESCC &Y, Mg, &
LU miR-127-3p ARk, BRI
JSE G IE, miR-127-3p 76 648 05 41 i T A7 e 1%
Tk, S EEmNEL . KRS EVIA,

£ % X #k:
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