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Study of changes and clinical significance of FGF-21 and
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Abstract: Objective To investigate the changes and clinical significance of FGF-21 and MIP-2 in idiopathic
pulmonary fibrosis. Methods Eighty patients with idiopathic pulmonary fibrosis in our hospital from December
2013 to December 2018 were selected as the research objects. The pulmonary fibrosis tissue of the patients was taken
as the research object, and the adjacent normal tissue was taken as the control. The levels of FGF-21 and MIP-2 were
determined by Western blotting, while the levels of FGF-21 and MIP-2 mRNA were determined by RT-PCR. The
relationship between pathologic feature and FGF-21 mRNA, MIP-2 mRNA between the two groups was compared. The
related factors of idiopathic pulmonary fibrosis were analyzed by Logistic Regression analysis. The related factors of
clinical prognosis of patients with idiopathic pulmonary fibrosis were analyzed by COX regression analysis. Results
The levels of FGF-21 mRNA, MIP-2 mRNA of pulmonary fibrosis tissue were higher than those of normal tissue
(P <0.05). There was no relationship between FGF-21 mRNA, MIP-2 mRNA and age, gender, smoking, BMI as well

as disease courses (P > 0.05). There was positive relationship between idiopathic pulmonary fibrosis and FGF-21
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mRNA, MIP-2 mRNA (P < 0.05) analyzed by Logistic Regression analysis. The high expression levels of

FGF-21 mRNA and MIP-2 mRNA were independent factors affecting the clinical prognosis of patients with

idiopathic pulmonary fibrosis analyzed by COX regression analysis. Conclusions The high expression levels

of FGF-21 mRNA and MIP-2 mRNA are related factors in the occurrence of idiopathic pulmonary fibrosis, and

are associated with clinical prognosis.
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FGF-21 J MIP-2 it 3K fe 73 W Btk 4 9 ( ELISA )
WAE (LT E YR AT BR A F] ), PFT System fiifi
DIRed . "CRNAR (258 F 2 Wi (51 Philips
ABRAF] o
1.3 A&

131 asArAskE BRI ZE <1 em g2 H
N BEAA R A IR S R R R AR A R I X 42 5 B
A AF ek 2 >2 em MUISFAALUR XTI, TR
10 min N IRGHEE AR A HIRAF

132 # 7 % Western blotting ¥ ] FGF-21,
MIP-2 /K, BLO.1 g 435 & PRI EF 4 AL 2 20 K i
IERHL, SR E M BRI . H BCA & R )
AKMEASE. B 20 pg AT 10% SDS-PAGE
JEE R M M (PVDF) B, 5% a0k 2 iRt
Ml 1h, s BImASTHRNBURS F 4CE SR . HH
TBST %efs 3 K, A T HRERME Lh, 4] TBST
FRIRPERE 3 ¥k, ECL &G H B, 43 3ILL FGF-21,
MIP-2 7 [ 50 % 8 5 GAPDH £ WO (2R
FGF-21., MIP-2 & (A ik &

W S A A LW (RT-PCR ) #l FGF-21
mRNA 1 MIP-2 mRNA [ 3RiEKF, RH Trizol Pifh
PR R NE LT AR AL A 23 B i 55 IE 5 ZH 40 ()6 RNA
S FRA L 50 mg, EHLHRAFMA 1 ml Trizol HF
BE R, WA 1.5 ml 2 EP A d, AR
BLOJEECEIE, IMASF R R, B0 5 BUTEY,
75% CBEEEJG A RNase-Free H,0, %1 RNA, 1&
WA RR G &AM 66 THE 260 1 280 nm 1 K Ab
M5 RNA 4l B, 454 RNA A260/A280 24—, fii
H PrimeSecript ® RT Master id7 &, MU BUELT
BeVE, INFEJSAT RT-PCR, ffi RNA 3854 5% 4 ¢DNA.
L cDNA M, GAPDH NS, K FHSERT 9 6RE e
RABEBE SN, A% 4% B S U A5 E T PCR R o
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Bl SPSS 21.0 et #k ik, R
P« biifE2: (x+s) Fon, AN HECR R ¢ K
Wymk )5 22087 5 RIS Logistic [81I5 43 B4 & 1 i
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fLBF KBS A R . P <0.05 2R A 51T

R
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21 #1 MIP-2 mRNA & &AW RE

T & R ET 4L 20 FGF-21 Al MIP-2 mRNA
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2

il A Al 23 it 5 1E A TR . WL 1 AT 1.2,
22 FFE MM 4% H LR FGF-21 mRNA #1
MIP-2 mRNA HJRi% 5l KRR IEFFIER X &

FGF-21 mRNA 1 MIP-2 mRNA {28k /KF- 5 H
HER AW WM. BMI AR AR TC K (P >0.05).
W 2,
2.3 FE& R4 EXERRSEM Logisitic [E)3
ST

W5 R AE I 27 A AR g DR AR it (il 41 4 £k 21 21
WM =1 ; Bliz5 B R HZURE =0 ), # FGF-21 mRNA .
MIP-2 mRNAYEH H A8 &, # HE Logistic [71JH 53 B Ay
GERFW], R RMEIAAEAAY & A 5 FGF-21 mRNA |
MIP-2 mRNA £ EAHE (P <0.05), W3k 3.

R1 EBHARSREMTHENALR FGF-21, MIP-2 mRNA F1EHHIRIE  (n=80, x=+s)
2051 FGF-21 mRNA MIP-2 mRNA FGF-21 FEH MIP-2 & H
bR QU [ A R4 AL 3.06 £ 0.46 23.48 + 1.44 2.78 +0.53 18.36 £ 1.21
i 5% 1F s 4121 2.10+0.35 16.20 £ 1.27 2.42+0.49 13.85 + 1.33
1 14.855 33.913 4.461 22.435
P 0.001 0.001 0.001 0.001
ey Cuila fnvs Cycly
o FGF-21 22.3kD
200
; :: MIP=2 24.9 kD
sl
‘: mp il 5 GAPDH 146 kD
i XIS TEIT IR I IO AT XD T4 D6 I8 3T 38 M40
1 PCR E&#ERE 2 FGF-21, MIP-2, GAPDH EB%ki%
&2 FGF-21 mRNA 1 MIP-2 mRNA RiZ 5IGRFEIEBEFIEHI X &
FGF-21 mRNA MIP-2 mRNA
11 A &2 tIF P . tIF P
el
Hik 56 3.16 +0.44 23.76 + 1.52
1.460 0.158 1.147 0.263
ek 24 3.00 +0.47 2334 +145
AR
<60 % 43 3.09 +0.41 24.10 £ 1.56
0.813 0.421 0.357 0.723
>60 % 37 3.01 +0.47 2398 £1.42
W2 AR
2 25 3.14 = 0.41 23.96 + 1.55
1.117 0.268 1.532 0.131
1 55 3.02 £0.46 2342 +1.42
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<185 ke/m’ 20 3.09 043 23.92+ 143
185 ~ <25 ke/m’ 23 2,99 +0.45 0.285 0.753 23.68 + 1.46 0.357 0.701
= 25 ke/m’ 37 3.05+0.44 2375+ 151

A
14F 32 3.01 £ 041 2388+ 1.42
245 26 3.06 +0.49 0.418 0.660 23.67+ 146 0.929 0.399
3AELLE 2 312040 2334141

2.4 FFRMERTYHENTUGH Cox EIF 5 MIP-2 mRNA fE2 H 28 4, #4E Cox [0 5 73 i AL,

BB WSS A e A i (HEARE =1, ZE R /8, FGF-21 mRNA ., MIP-2 mRNA )& iA/K
FET-MRAH =0 ), BB WA APt/ e s, W SR R PR 2 £ 8 3 I PR T35 A 2 S A 6 P
PR, AFEES . BMI. WMCMESE . 5. FGF-21 mRNA., =, W#* 4.

®3 FRMEMIHELBEXEZRE Logistic BF5HSH

FGF-21 mRNA 0.352 0.124 2.352 0.031 1.321 -0.120 1.932
MIP-2 mRNA 0.256 0.052 2.036 0.042 1.296 -0.415 2.825

®4 FRMUMAELEZFRRTUEE Cox ERA S

5 0.453 0.127 1.102 0.374 0.763 -0.012 1.032
AE 0.264 0.438 1.326 0.246 0.426 0.003 1.095
BMI 0.227 0.128 1.428 0.524 0.384 0.002 1.621
WA AR 2 0.357 0.142 1418 0.257 0357 -0.011 1.425
SR 0.425 0.532 1.328 0.270 0.195 -0.003 0.362
FGF-21 mRNA 0.863 0.164 2374 0.024 1.838 -0.014 2.989
MIP-2 mRNA 0.653 0.145 2.168 0.028 1.365 0.006 2.836
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