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HME . BY ®WiTEHEZANF X (CHB) &4 HBV-DNA #& 5 f27F mictoRNA-122 (miR—122),
RABR RS (ALT) ¥ABE K, A3t—F 3K F CBH EH M RS EIREAFRIE, FiE SBEI
2017 1 A — 2019 5 3 AMrAk i F E E KUK 49 200 #) CHB &4 A5t %, KA RT-PCR &M
miR—122 = HBV-DNA #&, KA 2 A n X5 &4nl feiF ALT 48, KA Bk & ke fhiF
AT K e 318 (HBeAg). TRF X A @ /R (HBsAg), ELISA 555 54m f i ZAUF X e 4k (HBeAD ).
TRV KA Ak (HBcAb) Fe TR X R @ik (HBsAb ), 4 #71% 4 LA X HBV-DNA & & 5 & i
miR—122, ALT & &M% 4. &R £X 1. 23 60% 4% HBV-DNA HEEEX 4 5% (P <0.05), #
K1 EZRF ALT 2R AWBEXEL & (P <0.05), KAFERFAEZ 0F ALT Mk F R (P <0.05),
REBEBRFTHEL mR-12 A 22 FTHRAEMEKFTHEELS (P <0.05), % Pearson 484 M5, HBV-
DNA # &5 ALT e miR—-122 3 2 EAG% (r =1.024 2 0.946, P <0.05), Z5i& CHB %%« HBV-DNA
HEFL LFE miR-122, ALT ¥ 2 EME, ZFBEASANTAM I, REL WG EAML, HiEKDL 7% CHB
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Correlation of HBV-DNA load with serum microRNA-122 and
ALT in patients with chronic hepatitis B

Bo Du, Xiao-li Gao, Xue-mei Bai
(Department of Laboratory Medicine, Yulin Traditional Chinese Medicine Hospital,
Yulin, Shaanxi 719000, China)

Abstract: Objective To explore the correlation of HBV-DNA load with serum microRNA-122 and ALT
in patients with chronic hepatitis B (CHB), and to provide scientific basis for clinical diagnosis and treatment of
CHB. Methods The clinical data of 200 patients with CHB treated in our hospital were retrospectively analyzed.
Serum microRNA-122, HBV-DNA load, serum ALT and serum HBeAg, HBsAg, HBeAb, HBcAb, HBsAb were
detected. Spearman correlation coefficient was used to analyze the correlation of serum HBV-DNA load with
microRNA-122 and serum ALT in patients with CHB. Results The HBV-DNA load in CHB patients (pattern 1),
those with early HBV infection or chronic HBV carriers (pattern 2), and those with acute HBV infection or chronic
HBsAg carriers (pattern 3) was higher than that in those with acute or chronic infection (pattern 4) (P < 0.05). The
serum ALT level in patients of pattern 1 was higher than that in patients of other patterns (P < 0.05). The serum
ALT positive rate was the lowest in those with HBV-DNA load <5.00x10° copies/ml (P < 0.05). The expression
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level of microRNA-122 in those with HBV-DNA >1x10’ copies/ml was the highest (P < 0.05). The Pearson
correlation analysis showed that the HBV-DNA load was positively correlated with both ALT and microRNA-122
level (r = 1.024, 0.946; P < 0.05). Conclusions There is a certain correlation of HBV-DNA load with serum

microRNA-122 and ALT level in CHB patients. The combined detection of the three can complement one another,

improve the accuracy of diagnosis, and provide more scientific basis for clinical diagnosis and treatment of CHB.
Keywords: chronic hepatitis B; microRNA-122; HBV-DNA; liver function
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Hr HBV-DNA # it 5 Ifil % miR-122, ALT & & #9 4
Kotk o BEFEXS GBS W MK ML 5 ml, & T ELA
K AMLAF H, 3 000 r/min B0 3 min, 43 L R AF
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122 7KV A1 HBV-DNA, FI| JH JH- 2y e 4 I 38 551 & 4
M ALT 5 5, R UL AR e o0 v A8 T 1 ¥ 2, B9 JiF
R el R (hepatitis B e antigen, HBeAg ), <& % Jif
& 2 1 $T JR (hepatitis B surface antigen, HBsAg ),
ELISA &4+ s K0 M35 2 BIF 4 e BUiR (hepatitis B
e antibody, HBeAb ). ORI R O ( hepatitis B
core antibody, HBcAb ) FINZ B TR 2R A hepatitis
B surface antibody, HBsAb ), A5 #AE ™ 4% ¥4 B3 5]
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VE e dE i 24H, HBV-DNA>1 x 10" copies/ml £
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2% Pearson M4, HBV-DNA #&5 ALT Fl
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0.031 ),

B HBV-DNA A S & M35 ALT FRE =

*&1 CHB ZEAREMF#ENXE ALT 1 HBV-DNA HELLE
or . MR HBV-DNA/ ( copies/ ALTY (o)
HBsAg HBsAb HBeAg HBeAb HBcAb ml )
1 51 + - + - + 6.42 £ 1.59 88.91 + 13.27
2 81 + - + - - 6.48 + 1.52 24.46 +10.42
3 32 + - - - + 476 +1.73 55.68 +43.18
4 8 + - - + + 3.90+1.38 40.27 £32.31
5 6 - - - - + 0.00 = 0.00 6227 +21.32
6 7 - - - + + 0.00 = 0.00 36.35 +23.24
7 3 - - - + - 0.00 + 0.00 21.29 + 17.51
8 3 - + - - + 0.00 + 0.00 11.38 £4.52
9 1 - + - + + 0.00 + 0.00 28.54 + 11.49
10 2 + - - + - 0.00 + 0.00 36.36 + 2.14
11 5 - + - - - 0.00 +0.00 23.07£2.32
12 1 + - + + + 0.00 +0.00 11.52 £4.34
#2 7A[E HBV-DNA AHEFEME ALT FRERILE 6 (%)
ALT
2151 n
0 ~ 40 u/L >40 ~ 80 u/L >80 u/L. PR
SRz 91 66 (72.53) 21 (23.08) 4 (4.40) 25 (27.47)
o R A 46 29 (63.04) 13 (28.26) 4 (8.70) 17 (36.96)
PR TR 2 25 7 (28.00) 7 (28.00) 11 (44.00) 18 (72.00)
o T A 2 38 19 (50.00) 8 (21.05) 11 (28.95) 19 (50.00)
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