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Abstract: Objective To explore the associations of cholesteryl ester transfer protein (CETP) gene TaqlB,
D442G and 1405V polymorphisms and haplotypes with essential hypertension (EH) in Chinese Mongolian
population. Methods In this case —control study, 883 hypertensive patients (EH group) and 1,044 normal
controls  (control group) were randomly selected from the Inner Mongolia Autonomous Region, China.
Polymerase chain reaction (PCR) and direct sequencing of PCR product were used to identify the genotypes.

Hardy—Weinberg (H-W) equilibrium and haplotypes distribution were analyzed using the Haploview software.
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Results There were no significant differences in the distributions of the alleles or genotypes of TaqlB, D442G
(P> 0.05); while the distribution frequencies of B2-G
and B2-G-I haplotypes were significantly lower in the EH group than in the control group [B2-G: OR =
0.359 (95% CI: 0.188, 0.689), P = 0.001; B2-G-I. OR = 0329 (95% CI: 0.157, 0.691), P = 0.002].
Conclusions The TaqIB, D442G and 1405V polymorphisms of the CETP gene could not independently affect
the risk of developing EH in Mongolian population, while B2-G and B2-G-I haplotypes obviously decrease

or 1405V between the EH group and the control group

the susceptibility to EH and may be protective factors for the development of EH in Mongolian population.

Keywords: cholesteryl ester transfer protein gene; essential hypertension; polymorphism; haplotype;

Mongolian population
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X 28 2.333 0.932 0.054
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TaqlB- D442G- 1405V
B1-D-| 88% 42.4) 78Q 44.2) 1.239 0.266 1.075 0.946 1.222
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B2-D- | 248 11.9) 19% 11.0) 0.656 0418 0.921 0.755 1124
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