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Expression of IL-37 and its correlations with other cytokines in
patients with systemic lupus erythematosus*

Qi Gao, Ning Ma, Ling Zhao, Tao Liu, Zhen-yu Jiang
(Department of Rheumatology, the First Hospital of Jilin University,
Changchun, Jilin 130021, China)

Abstract: Objective To study the levels of interleukin-37 (IL-37), interleukin -6 (IL-6), interleukin-18 (IL-18)
and interferon -y (IFN -vy) in serum and peripheral blood mononuclear cells of patients with systemic lupus
erythematosus (SLE), and to investigate the relationships of IL-37 expression with other cytokines in the patients.
Methods From December 2012 to December 2015, 32 patients with SLE in the Department of Rheumatology, the
First Hospital of Jilin University were selected into SLE group, and 32 normal healthy people in the Medical
Examination Center were selected into control group. The serum levels of IL-37, IL-6, IL-18 and IFN-v, and the
expressions of IL-37 mRNA, IL-6 mRNA, IL-18 mRNA and IFN-y mRNA in the peripheral blood mononuclear
cells were detected in both group. Results The serum levels of IL-37, IL-6, IL-18 and IFN-v in the SLE group
were significantly higher than those in the control group (P < 0.05). The serum IL-37 was positively correlated with
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serum IL-6, IL-18 and IFN-v in the SLE patients (P < 0.05). Multivariate regression analysis showed that the levels
of IL-6, IL-18 and IFN-vy were the influencing factors for serum IL-37 level (P < 0.05). The expressions of IL-37
mRNA, IL-6 mRNA, IL-18 mRNA and IFN-y mRNA in the peripheral blood mononuclear cells of the SLE group
were higher than those of the control group (P < 0.05). The IL-37 mRNA expression in the peripheral blood
mononuclear cells was positively correlated with the expressions of IL-6 mRNA, IL-18 mRNA and IFN-y mRNA in
the SLE patients (P < 0.05). Multivariate regression analysis showed that IL-18 mRNA, IL-6 mRNA and IFN-vy
mRNA expression levels were the influencing factors for IL -37 mRNA expression in the peripheral blood
mononuclear cells (P < 0.05). Conclusions The newly discovered inflammatory factor IL -37 is involved in the
pathogenesis of systemic lupus erythematosus, and is associated with IL-6, IL-18 and IFN-v.
Keywords: systemic lupus erythematosus; interleukin-37; interleukin-6; interleukin-18; interferon-~y
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RIE B ENEN RGP AL, S 32 Bilfd & AE
Xt R . RGEMELLBEIRIE AL Tk 6 i, Lot 26 1Al
AR 19 ~ 62 %, FH4(31.5 £2.3) % Wit 1 ~ 16 4
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Ficoll Jbk B 24 Jfd 49 25 i (R ML IR A 9 T ) , 38
i S0 &2 (Promega 22 /) ), Trizol 1271 (32 [ Invit-
rogen /A7) ),PCR 514 (Perkin Elmer 2] ), Coulter
Microfuge 16 A1 E5.0:HL ([ Beckman 23 F] ), BS97
MyCycler %! PCR 1 ( 3% [# Bio-Rad /A 7] ),Dragon
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1.3 Fik
1.3.1 ik IL-37 Fo H 4k 20 f2 B F 1L-6.1L-18,
IFN— -~y Z-faaml fhess ki 5 ml, 2005
WM T 45 0 s R0 ELISA B: 46 I I, 35 1L-37 A
IL-6.1L-18 F1 IFN-y 7K,
1.3.2  4FE de 4z 2m i RNA 6942 B 3l BRIk .
5ml, il A PBS WA B, R BV 3 ml A A ik
EXL 240 6 53 B VR ) A B, WA IR BB — R A
E L, RIAS A ]I ERAZ 20 L 4 25 1) A1 i B A
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L B RNA 9 B2 TOKAIMA S EERE S, B0
J& , FOUTHE MUY RNAL DL R EE mRNA
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# #8 #e 1L-37 mRNA.IL-6 mRNA.IL-18 mR-
NA.IFN-vy mRNA @ 5 & f il 3K F Perkin
Elmer 22 E] %) PCR 5| ¥ #4734 , 3 IR ZE IR /K 4T
Vsfir, vk BE R R 10 wmol/L, I TR A AR
50|, IE W) 519 F w51 W 0 g 4k B 34
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B4 IL-37 mRNA.IL-6 mRNA.IL-18 mRNA il
IFN- vy mRNA ka0,
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MRS R, RGBS & SNE
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MRNA IFN- y mRNA #2 IEA ¢ (r=0.923.0.942,
0.972,P=0.011.0.006.0.008) . 7tk 1 [0l 9434 i
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251 IL-37 IL-18 IFN- vy
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P1E 0.000 0.000 0.000
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R 3 WANEMBANZMAE IL-37.1L-6.1L-18 1 IFN- y mRNA B RIEE
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4131 IL-37 IL-6 IL-18 IFN- vy
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RYGNMELLBEARIE I AN, R GUELLBEARAS BB TG
SIPERINTE 1L-18 7K PIAH OG-, 1L-18 fighs i
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IFN- v #1759, IRIT RGN BRI B 1L-37
()RR 0 B L5 LA A B DRl (R AR e . 455 R &
W RGEVELABRIEH B M 1L-37.1L-6.1L-18
HIFN- y KX TR R R . REPEABER
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