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PR-SET7 is expressed in human esophageal carcinoma and its
clinical significance

Jian Zheng, Jian Chen, Gang Ye
(Department of Thoracic Surgery, Jiangsu Armed Police General Hospital, Yangzhou,
Jiangsu 225003, China)

Abstract: Objectgive To investigate the lysine methyltransferase (PR-SET7) expression in human esophageal
cancer tissues and its correlation with clinical features. Methods The immunohistochemistry was used to detect
the PR-SET7 expressions in esophageal cancer tissues and adjacent normal tissues of 32 cases at Jiangsu Armed
Police General Hospital from June 2010 to February 2011. And the correlations of PR-SET7 expression with
patients’ gender, age, degree of carcinoma tissue differentiation, TNM stage and lymph node metastasis were
explored. Results Immunohistochemical results showed that PR-SET7 expression was found in all 32 cases of
esophageal cancer tissues, and the expression of PR-SET7 in the cancerous tissues was significantly stronger than
that of the adjacent tissues. The high-expression rate was 81.25% in theesophageal cancer tissues, the adjacent
tissues chiefly had weak expression of PR-SET7 with the high-expression rate of 15.62% (P < 0.05). PR-SET7
mainly expressed in the nuclei of tumor cells. PR-SET7 protein level in the patients with esophageal carcinoma was
not correlated with age or sex (P > 0.05), but correlated with tumor cell differentiation, TNM stage and lymph node
metastasis (P < 0.05). Conclusions Abnormal expression of PR-SET7 could be found in the process of oncogenesis
and progression of esophageal cancer, its expression level is closely associated with tumor pregression, metastasis and
prognosis.
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