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MicroRNA-182 expression and its clinical significance in
human lung adenocarcinoma*

Yan-feng Fang, Hong-jun Zhang, Fa-guang Jin, En-qing Fu, Xi Lu
(Department of Respiratory and Critical Care Medicine, Tangdu Hospital, the Fourth Military
Medical University, Xi‘an, Shaanxi 710038, China)

Abstract: Objective To study the level of microRNA-182 (miRNA-182) in human lung adenocarcinomas,
and to evaluate its correlations with clinical features and prognosis of the patients with lung adenocarcinomas.
Methods The fresh human lung adenocarcinoma tissues and their paired adjacent normal lung tissues of 98
cancer patients, and normal lung tissues of 98 cases with benign lesions were collected. All tissues of surgery
or biopsy were confirmed by pathology. miRNA-182 was measured by qRT-PCR. The correlations of miRNA-
182 with clinical features and prognosis of human lung adenocarcinomas were analyzed. The ROC curve was
used to evaluate the ability of miRNA-182 in diagnosis of human lung adenocarcinomas. Results The level of
miRNA-182 in the human lung adenocarcinomas (0.8001 + 0.2112) was significantly higher than that in the
normal lung tissues [(0.2721 + 0.1216), P< 0.05]. The level of miRNA-182 in human lung adenocarcinomas
was correlated with TNM stage, lymphatic metastasis, distant metastasis and tumor differentiation (P < 0.05).
After further analysis by ROC curve, the results showed that when the cut-off value was set to 0.52, the
specificity, the sensitivity and the positive predictive value of miRNA-182 in human lung adenocarcinomas
were 95.918%, 91.837% and 95.745% respectively. Conclusions Level of miRNA -182 in human lung
adenocarcinomas is significantly higher than that in normal lung tissues, it may be an important index for the
diagnosis of human lung adenocarcinomas and prognosis evaluation.
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AR R B C B AR AR UL B A, RO SR
94°C Fil 48 4 3 min,94°CA4F P4 30 s,57°CiR k 30 s,
72°CHEAf 40 s, 4t 40 MIEER , XF mIRNA-182 174X}
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231 5EFBAMRAL A FHEIE AT 98 #] K
HoEA TR, B R 2010 4 6 A -2016 4E 6 A,
Wle) B BT 78 B, AR TS 9 ), ks 11 s AR
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<6 2 08145202299 a1 oas T R LS M7 IR (P<0.05) . L3 2,
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o 5 0.9010 £ 02001 K 98 1] A Jiti Ji i 20 4N 98 5] 1 & fii 2 41
H 27 0.8001+0.2012  9.498 0.001 MIRNA-182 [ X IL LA V. ROC MK, 28 T 1
. 6 06792401740 B 0.95, B 0.520WLIE 3) . LIZ TR X s
WL 255 100 T —
(R 67 0.8441 + 0.1859 y
[51E3 31 0.6914 + 0.2159 3569 0023 -
TLAL RS Sr 50
PR 38 0.8886 + 0.1859 e
BRI 60 0.7367 + 0.1965 3769 o0 <
TNM 431 0 ' ’ .
1.1 34 0.6867 + 0.2070 0 20 40 60
mm 26 0.8019+0.1617  10.099  0.000 At il 1 H
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R TRR
MIRNA-182 ik 1.022 0.408 6.399 0.012 2.781 1.256 6.159
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