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CBX7 expression in human gastric cancer and its role in cell
migration and invasion

Hua Zong, Jie Qin, Hong-chun Li, Li-yuan Zhu
(Department of General Surgery, the Third People's Hospital of Shenzhen,
Shenzhen, Guangdong 518000, China)

Abstract: Objective To study the expression of chromobox homolog 7 (CBX7) in human gastric carcinoma and
its role in cell migration and invasion. Methods Immunohistochemical method was applied to detect the expression
of CBX7 in gastric cancer and matched tumor -adjacent tissues of 45 patients. The correlations between CBX7
expression and clinical features were analyzed by Pearson chi-square test. Recombinant CBX7 plasmid was used to
over —express CBX7 in SGC-7901 cells. The effect of CBX7 on cell migration and invasion was measured by
Transwell assay. Results The expression of CBX7 was significantly down-regulated in the gastric cancer tissues, and
the low expression of CBX7 was associated with lymphatic metastasis and advanced TNM stage (stage Il and V)
(P < 0.05). Over -expression of CBX7 inhibited the migration and invasion of SGC -7901 cells (P < 0.05).
Conclusions CBX7 expression is decreased in gastric cancer tissues. Up-regulation of CBX7 expression could play
an anti-cancer role through inhibition of cell migration and invasion.
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