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3.37)P<0.05], 7 11801157 A E R G F 42k B AL Ae MI 44 %55 K IE[OR=2.68(95%Cl:1.84,3.15) P<0.05]; £ &
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Correlation analysis of rs671 and rs1801157 polymorphisms and
myocardial infarction in Han population of Yunnan province*
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Abstract: Objective To investigate the potential correlation of single nucleotide polymorphism (SNP) of
rs671 as well as rs1801157 and myocardial infarction (MI) in a group of Chinese Han population from Yunnan
province. Methods Sequenom MassArray system genotyping was utilized to identify the polymorphisms of 15671
and rs1801157 in 500 MI patients as well as 350 healthy volunteers. The potential association between MI
and SNPs was analyzed in addition to consideration of major independent risk factors such as gender, age,
hypertension, diabetes, lipid concentration, obesity, smoking, drinking and family history. Results Genotypes of
rs671 and rs1801157 were equally distributed in MI group and control group. Frequency of AA, A and AG
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genotype in rs671 of MI group was higher while GG genotype was lower significantly than that in control
group (P<0.05). Frequency of GG, GA and G genotype in rs1801157 of MI group was higher while AA and
A genotype was significantly lower than that in control group (P<0.05). In additive model, A allele of rs671

and G allele of rs1801157 increased risk of MI with OR equal to 2.57 (95% Cl: 1.96, 3.37, P<0.05). In
dominant model, A allele of rs671 increased risk of MI with OR equal to 3.69 (95% CI: 2.68, 5.08, P<
0.05). In recessive model, no significant correlation between rs671 as well as rs1801157 and Ml was observed
with OR equal to 3.86 (95% CI: 0.88, 17.03, P=0.074). A allele of rs671 increased risk of MI in non-
drinking patients with OR equal to 1.27 (95% ClI: 1.05, 2.93, P = 0.032), while no such association was
observed in drinking patients with OR equal to 1.58 (95% Cl: 0.84, 1.87, P = 0.36). No correlation was
founded between drinking and rs1801157 polymorphism as MI risk factors. Conclusions Polymorphic variation
of rs671 and rs1801157 is closely associated with susceptibility to MI in Chinese Han population of Yunnan

province. Alleles of rs671 and rs1801157 are genetic risk factors of MI.
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1.2 DNA 25

A E A R A BRI R, RAE MI AL IR
ZH i EDTA Pl bk 5 mL, % 126 [ OMEGA 24
FIR AR A4 1M 3 PR 2 DNA $2 BG5S Bk J
M FERZH DNA, B A =20 CUKFIA HIRAT
1.3 S|t &ER

454 SCHRIF R Assay Designer 3.1 #fFiEAT
St . 1671 1 11801157 59y At st i I AL
BHATBR A FIE 8, r671 IE [ 54 : 5'-ACGTTGGA
TGTTGGTGGCTACAAGATGTCG-3', ) [15 |4 :5'-A
CGTTGGATGAGGTCCCACACTCACAGTTT-3", Bk
L BE 45.3°C,PCR#) 112 bp. rs1801157 iE 5|4
5'-ACACGTTGGATGTCACTGCTGCTGCCTCAGCTC
-3', 5154 :5'-ACGTTGGATGACCCCCTTCTCCA
TCCACAT-3', i ki 45.3°C,PCR ;=4 112 bp.
1.4 SNP &

SNP 43#1°% H Sequenom Mass Array 4t A
A3 T RN 25 Sl Ttper 4.0 2k 44 (sequenom ) 4375
PIR IR EAT
15 FitFEFE

BRI TR SPSS 19.0 Si -4, %R
BB+ pRifE 25 (x = s) Fon , R H Hardy-Weinberg ~F-
G 65t 1 YA, i PR S ik e ik PR AR R 2
A7 JEPRUBI R, SR ¢ K, TR 20 (1] 35 R 78 AR 25457 3 A
BRI A X 2 A, AR |t AR AR RN Rt A
BN HZ & Logistic [B1H 3 36 K 28 PE 5001
FHBE 0 AR S3HT , P<0.05 h2E A S i2¢E X,
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rs671 1 151801157 (1)KL K RUAT A 40 A I 75 &
Hardy-Weinberg &t {% - & (P >0.05) , $i W HE A
VR gL T AR AR, 2 AN SRR A A
FRy EEL P L] 1

2.3 ERZMEMERMES

MIZH AA AG FERT A S50 FERAR 4 5 T
XTREEH T GG JERIRY (G S5 FEPRUARAIK % A,
WL R R 0 A 22 A T4 8 L (P <0.05) 5 2
nrs671 A G LR AT B2 MI AFERS S JE R, DL
%2,

MI 2 AG. GG FERIRY | G 25 {37 FE R R i3 1%

F1 HARIMNSF—R/IER

MI 41(n=500) 60.9+9.5 25.88 11.89 28.29 11.40 4167 47.73 33.55

Xof HE2H (n =350) 60.1+10.1 29.12 10.73 21.46 8.05 34.10 45.15 29.82

tlx 2l 0.482 0.482 0.482 0.482 0.482 0.482 0.482 0.482

P 0.239 0.347 0.234 0.064 0.150 0.063 0.249 0.064
1 2 3 4 5 6 7 8 9 10 11 F2 rs671 ERBSRRE EME R MR

1~5:rs671;6 ~11.:rs1801157
rs671 # rs1801157 K vk Eit

1
HEAL, T AA RIS R A S50 e DR 3R 6
H2EFAG 2 X (P<0.05), #£/R8 151801157 %
DL AT BEAE MIAUFERG SA RE P, DL 3,
24 ERZEUESESBRMEST
KHZHE Logistic [0 50Hr 7 ntd: | wr:Aps
PERSRIR JE4T 1671 1 rs1801157 LK £ 251E 5 MI
() 5 B A A, 45 51 s AEPPER T | rs671A 25
{7 BB rs1801157 G S5 FEPRATR 5 MI A&
ELRESE I M1 S RURS: s 72 BAMEREAY R L rs671 A 45
57 3 A% 151801157 G S5 JEFSIR 5 MI A G,

VK 2.95¢ 59.25°  37.80'  3258°  67.42
Xt HR 2 0.78 30.08 69.14 15.82 84.18
X2 18 16.541 32.527
P1E 0.035 0.012
Wt XA A, P<0.05
R 3 rs1801157 EFBARF L B E IR

MI 2 482 36.21°  69.56' 15.13"  77.12
of HR 8.71 26.24 40.23 30.15 50.36
XA 6.433 28.961
PAH 0.045 0.022

H SR HAR, P <0.05

FELRERA N M1 B £Eos XURS: s 7E B AR R R, 15671 A 45
{37 FERATR  1rs1801157 G ZEf FEAT R 5 MI B2k,

®4 FRERETERZEMSOES RS

S rs671 A 2572 0.567
rs1801157 G 2.681 2.464
B rs671 A 3.856 1.313
rs1801157 G 1.583 0.967
B PEAR R rs671 A 3.690 1.536
rs1801157 G 2.890 1.253

49.238 1.961 3.369 0.000
2.893 1.843 3.149 0.002
80.231 0.878 17.035 0.074
1.235 0.841 1.873 0.36
67.560 2.681 5.084 0.000
12.364 1.679 4.676 0.023
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AR, DU WA H AR, 45 R s O
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x£5 WHKEERSOINEIER Logistic B34
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TR R
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rs1801157 G 1.082 0.858 1.204 0.931 5.643 0.081
2 A rs671 A 2.131 0.677 15.686 1.453 3.150 0.013
rs1801157 G 2510 1.010 11.412 1.322 2.453 0.030
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LIk, 5T CADIMI K& AR IR A B LR 41 2 v
2 A 37 LR A B 7 1 Rl CAD 19 & S AL
BCABFFE N . HRTHFFEIESE, 20/ 51 MK
K5 255 CADIMI &% ¢, (B H B REZY 10%
1) 5 R 38t A5 14 , CADIMI 19 R 4 1t A% R AT AR 45 21
25 A A IR AT R AR IR R -

671 AR PR 4 il - ALDH2 JE[H 55 12 4~ 4b
BF W SNP, 25 69% I A5 28 A SE
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M2, G S0 56 R A Ik X B2l (P <0.05), T
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IR AT 25 e tn, AR RUINPER R T, 1671 A
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Me) CAD/MI AFF 5% 5417135 T A 7T eS8 A3 T L Il
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