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Abstract: Objective To investigate expression the level of IQ -domain GTPase -activating protein 1
(IQGAP1) and its prognostic significance in pancreatic adenocarcinoma. Methods A total of 66 cases of
patients diagnosed with pancreatic adenocarcinoma were included in this study. A total of 66 cancer samples
as well as 49 paracancerous normal tissues were harvested, and the expression level of IQGAP1 was measured
by Immunohistochemistry. The correlation analysis of IQGAPL1 expression and clinical manifestations were
performed. Results IQGAP1 was upregulated significantly in cancer tissue when compared with normal tissue
(63.636% vs 12.245%, P < 0.05). Expression of IQGAP1 was closely associated with clinical features including
histological grading and lymph node metastasis (P < 0.05). No significant correlation was observed between
IQGAP1 and age, gender, size or position of tumor, neural invasion or clinical stage of patients (P >0.05).
Patients with positive expression of IQGAPL experienced shorter overall survival time as compared with those
without IQGAP1 expression (P = 0.002). Multivariate Cox regression analysis demonstrated that IQGAP1

overexpression was an independent prognostic factor in pancreatic adenocarcinoma (HR = 2.128, 95% CI =
1.127, 4.019, P=0.020). Conclusions Up-regulation of IQGAP1 may be involved in tumor progression, and is
potentially a prognostic biomarker.
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