55 26 %565 15 1) FERREZERE Vol. 26 No.15
2016 4F 8 A China Journal of Modern Medicine Aug. 2016

DOI: 10.3969/].i5sn.1005-8982.2016.15.012
XEHS: 1005-8982(2016)15-0065-04

&>
i

=&t microRNA-218 iEiE BMIL
EREARIERER RHLE -

P ELUBLA L E R
(LAEMGATRER $4H, 75 A% 11700052 % H ERKZHEE —ER BA,
T R 110001;3. 4 EE R ASMES —ER WAEHF,TF E 110001)

HE.BH 4Rt H & P microRNA-218(miR-218)if# BMIL Xk B &k 94E R BMH . ik B EHE
B R A H4E R R (real-time PCR)MM B J& & % 5 4143 miR-218 & BMIL 2 H g4k . ¥ miR-218 a9 a7 4k
(miR-218 precursor) %t % ¥ J% BGC823 #m i, Western blot 4 BMI1 & & #9 ki& . BJA %L 58 3 oM
miR-218 2 &5 BMIL £ B 3’ #iFR (3’ -UTR)44A. R RT-PCRAREF,MuEFae, §REA
Zb miR-218 49 (A TR X, W BMIL £ BMEAL P F AN ZIA B4 L, miR-218 5 BMIL £ § &
RIEFMBR PR E A AR B M fita%k, £ E miR-218 precursor # § 5% BGC823 #m it ,BMIL #9% & &
BEF TR, RAZHERLRIEE MR-218 b4 7344 BMIL AR ) 3'-UTR, 5t 5 1 Ak 2 fi 48
X, %t miR-218 5 BMI AR kX Fw 5 §Ee R A%, BMIL A B Z miR-218 ¢ 3ek B ,miR-218
BB Emie P AL ded i BMIL AR,
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Effect and mechanism of microRNA-218 in regulation of
BMI1 gene in gastric cancer”
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Abstract: Objective To explore the mechanism of microRNA-218 (miR-218) in regulation of BMII gene
in gastric cancer. Methods Quantitative real-time PCR was used to detect the expression of miR-218 and
BMI1 mRNA in gastric cancer and adjacent tissues. Western blot was used to investigate BMI1 protein level
and luciferase assay was used to verify the ability of miR-218 binding to BMII after miR-218 precursor
transfected into gastric cancer BGC823 cells. Results Quantitative real-time PCR results showed that miR-218
was down-regulated and BMII was up-regulated in gastric cancer tissues compared to the adjacent tissues; in
both tissues miR-218 and BMII expressions were negatively correlated. Western blot and luciferase assay
revealed that miR-218 could negatively regulate BMI1 protein expression by binding to the 3'-UTR of BMII
gene. Conclusions The abnormal expressions of miR-218 and BMII are involved in gastric carcinogenesis;
and miR-218 could target and silence BMII gene expression in gastric cells.
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T4y F A 2 7 EE R 5T miR-218 7E B e 41 i
P BMIL R R 04 L
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VEHL 2010 4F 9 A -2013 4F 4 A 7EABZM L
A B B A MR K ] PR R 2 B A — B e M
SEHS WA H R R B R 38 191, B3 1k 26 191, Lotk
12 ], 4R 4% 46 ~ 61 & P 4FE IR 56.2 2 . HURHH
ZUBRAR G045 b Rd 41 20 B B g i1 2% >5 om 1955
ML, N B BGC823 i 7 i [ B R M m
o —EE B Mg S EHE AL
1.2 k5

miR 114 £ IR A I AH G 3K 1) \miR-218 Hiij {4
(miR-218 precursor) & miR %I #eI (1 Ambion 23],
BMI1 [ 37-UTR 1y BF A= AU 2% 56 & B £ K
pGL3-Wt.UTR (Wt) F1 % 48 AU %¢ ) & if 2k 1A
pGL3-Mut.UTR (Mut, F* 3’ -UTR % 1470 ~ 1477 i
FLP N5 AGEAR ) i g B wI R, R G
PRSI &6 - Invitrogen 23 &), Western blot 4
ARG B L3 < RAF], # Y47 Trans-
messenger 4 [ Qiagen /3 F] , BMIL /)N ERAT A 5 v
Uikl [ Santa Cruz A2+ .
1.3 XWHE
131 St FRAMER Y JRERINLH S A
HR/NIESRES RNA, X HETT 37 3 Jin Poly A ZbEE
SRIGHE T L S . LA RIE U6 NN S L, 4 iR
Si SR A BE SN (real-time PCR)AGIN 7] &
VLI B AT HRAE , 971 miR-218, TS 286 2038 v
Fbds CtiE s, B 2-8 0 gt 725 i o

1.3.2 ki FEYLRT 24 h, 18 6 fLBUhEfLaER
5 x 10* /> BGC823 4l , 4k £ 15 5% . B & iy
Enhanser R i, ¥ 30 pmol #4544 iy miR 5 HIE
4, A Trans Messenger i 4 w | 1R ), FEINA TG
MEREFREESE 1000 1 1RE) . 57 2:BGC823 4l il (1)
K3k B R A WIMA R FE LN 5 2h, K5
ORI R SRS R
1.33 Western blot #]  IERAEFMANN, $EIEH ,
B B RE 2 SDS-PAGE HLUK G , #EN % PVDF
JE, P8 AT VR A AR 2 2 RN R O USRS
BRAEIEAF B BMIL B (257, I RIS A% o b
RGO S HEA T R AT o
1.3.4 % F 8% 50 51% miR-218 precursor
B miR X BR 55 B A Al 58 A0 A i 20 R AR L A e
B i BGC823 4fiffirfr, Hrf A 41 BGC823 4 iy ttf%
v miR-218 precursor A B A Y 5 41 41K B 4
BGC823 A FtiE YL miR X IR AT A U 85 41 484, C
21 BGC823 4 Jif H: 4% v miR-218 precursor F1%E 4%
R 2H 2544, D 2H BGC823 4 il 4% 4 miR X} HR A1l
RASAVEE B FE Y45 1) BGC823 ZiffY, 74 IR XL
D3R bR A U T A U 2 5 2 AR X
14 Sit=EFHE

K HH SPSS 18.0 etk A T4idE b, i
BB = ARifE 22 (x = ) Fom , KE 9080 1 B 25
DI e H o At i , Z2 40 e A R 3805 22450 Hr , T
H AT K5, P<0.05 2% A GiitariE L
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2.1 BEALH miR-218 HIFRIE

M EEAE Ct B % RT-PCR 1445 5 364740 ot
SEHRMT, 45 R R, miR-218 7E B4 41 i ACt
fH4(4.72 £0.13), M 7EME SZ AP ACt{H
(3.54+0.15), AACt{Hi}y 1.18, B¥HLIH miR-
218 Ak I 55 H4UHY 44.29% , B I 4141
miR-218 FikF#K(P<0.01),
22 BREARAP BMLHFRIEREE miR-218 &
LRI

FAXT R A4S 5 s, BMIL A5 B 9 4 20 i
ACt B }(2.96 +0.15), i £ 55 4V B ACt{E
$3(3.8+0.16), A ACt{H N -0.91, BIa44hBMIL
2 AT NI S5 44Uy 188.03%, 1 g 4H 41 b BMIL
[ Zeik 1458 ( P<0.01) , Pearson AH 120 7w , BMIL
Il miR-218 7£ B i M o 55 L 4P i e 3h 2 3R
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L B SR SG, A SC R B -0.793,
2.3 miR-218 precursor £ BGC823 ZH ifl j5 X

BMI1 EBFRIZHI =N

£ ¢ Western blot 45 3% WL K 1, KRE 48
BGC823 4 Jifd A4 4k miR Xt & () BGC823 4 Jiu ] ,
BMIL1 £ 1 AR XS FRik i 25 S5 T4 i 24 8 3 M4
BGC823 4il iy kb #% , % 4« miR-218 precursor
BGC823 4ififi ¥ BMI1 & 4 % (P<0.01).
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U 41 34K 1Y) BGC823 4l i A A X el T R, 42

7~ MiR-218 fgg5 BMILILH 3 -UTR 454,

miR Xt HEZH

miR-218 precursor -

I

+ -

- +

1 miR-218 precursor X} BGC823 #ffl +
BMI1 F B RIEH T

207
18
16
1.4
1.2
1.0
0.8 +

0.6
0.4
0.2

0

AR TG

A#

miR-218 precursor +
miR XJHAZ -

HpH RIS R RE +
BRI LR -

B4 CH# DA
- + -
+ - +
+ - -
- + +

A #1:BGC823 A i 3L 44 Yt miR-218 precursor FIEF £E R H 41 %5
145 B #H :BGC823 4 ity H: % Y miR o I 1 BT /4= 28 7 4 2 A C 4
BGC823 4 iy 3/ Yt miR-218 precursor F15E 75 I 5 40 314 ; D 4
BGC823 AL Yy miR i HALH A1%e A8 14 o 20 2 A

115 B.C.D 41t#, P<0.01
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— 25 20 e U N 48 A G i T LY R — R
G B SEAM A -, 5 2 B0 R G & A R R AR
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1 miRNASs J& 75 76 P &2 AR, A58k H 2
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RIS 5, BIAA miR-218 REASE A b it 45 5L
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