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Expression of PDCD4 mRNA in human colorectal
cancer and its significance”

Ri-heng Li*, Shuang Li% Yan-min Song®, Ai-min Zhang!, Bo Liu', Guang Hu!
(1. Department of General Surgery, the Affiliated Hospital of Hebei University, Baoding,
Hebei 071000, China; 2. Department of Blood Transfusion, Xing'anmeng People’s
Hospital, Ulanhot, Inner Mongolia 137400, China)

Abastract: Objective To study programmed cell death 4 (PDCD4) mRNA expression in colorectal cancer
tissues from laparoscopic radical resection, as well as its relationship with the clinical data of colorectal
cancer. Methods Specimens of colorectal cancer tissues and normal tissues adjacent to carcinoma from 54
cases were collected in laparoscopic surgery between 2012 and 2014. PDCD4 mRNA level was detected by
RT-PCR in colorectal cancer specimens. The relationship between PDCD4 mRNA level and clinical data was
analyzed. Results PDCD4 expression in the colorectal cancer tissues reduced or even was not seen, the rate
of lowered PDCD4 expression was 64.8% (35/54) with ACt (4.50 = 0.60); the normal tissues had high
expression of PDCD4 with ACt (3.54 + 0.52), the difference was statistically significant (P<0.05). The PDCD4
mRNA level in the colorectal cancer tissues was correlated with the differentiation degree, lymph node
metastasis and tumor infiltration depth, but not correlated with gender, age or tumor location. PDCD4 mRNA
expression was lower in patients with lymph node metastases than those without ymph node metastasis. The
lower the degree of differentiation and the deeper infiltration, the lower the PDCD4 mRNA expression.
Conclusions PDCD4 mRNA expression lowers in colorectal cancers. PDCD4 mRNA level is not correlated
with gender, age or tumor location, but correlated with degree of differentiation, lymph node metastasis and
tumor infiltration depth.
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