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HWE. BEY T 2% microRNA-184 (miR—184) #7 microRNA—20a (miR—20a) BEAHn x5 &4
Wi 616 R, 73k 2 AIRE BoP S B IR 3326 B 368 6] ZIRIL MY AR R KA B e B, RNk
% PCR A Fr A % & o ik miR—20a 55 miR—184 44 R ik K-F . 4] X% THEH/E (ROC) Wk, M2
F miRNA %W B 692058 . AR ROC W1 2556 € 3K 2 FF miRINA 7 F 5 69 BIA, i+ AR A dd Fobe, 5F
¢ AR R (CEA) S M E 45 R, GER BHF KA EF o miR—20a KPR FHAEFIK (P<0.05); 12
PH KA BH aFEmiR-184 K FRFBUAEE G (P<0.05), GHRRBIEIFLT, FEEH oFEmiR-20a Rk
KFLIE RSB RELEHS | KRB L FRAWAEZFLLTFZEL(P>0.05); FREEL RAmR-184%
BARPEBHARCEES B FHEMANEZFAATFEL(P>0.05), SHBERSHEH LT (P<
0.05). Logistic BASH 4R B 7, fikmiR-20a [OR=1.012(95% CI:1.697,6.875)]. miR—184 [OR=2.056
(95% CI:0.417,0.722) ] &kK-F5 By L AME (P<0.05). ZROCHMENSHEN, LW § KA 0iF
miR —20a ¥ 16 FAE A 4.24, W& T @A (AUC) #0762, HFFHAH71.7%, HEMEH 79.4%; miR—184155%
184 10.35, AUC % 0.861, 4551 A 82.8%, #&ME % 88.4%; CEAWEFAL A 6 mg/ml, AUC 4 0.740, 45
PEA 71.4%, FBEH 69.3%; friE miR—20a, miR—184 BA- W7 B 549 AUC 4 0.908, 4514 87.6%, #K
Rl 84.7%, i miR—184 F= miR—20a B2 A5 B | 9% 69 AUC, 45 M B AR P 85 3 A 2 — 40l 77 ok K 3%,
Fo 1% RN A miR—20aF7 miR —184 A 77 4007 B A, W6 R EA — 2 6 B A N8,
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Study on diagnostic value of serum miR-184 and miR-20a
in gastric cancer

Bin Lu, Xiao-yu Huang, Xiu-mei Xia, Xiao-wu Yin
(Ward 2 of Gastroenterology, Xiaogan Central Hospital, Xiaogan, Hubei 432000, China)

Abstract: Objective To explore the clinical value of combined detection of miR-184 and miR-20a in serum
for the diagnosis of gastric cancer. Methods Totally 332 patients with chronic gastritis and 368 patients with gastric
cancer were selected. The expression levels of miR-20a and miR-184 in serum of each group were detected by
fluorescence quantitative PCR. ROC analysis was performed by SPSS software to evaluate the efficacy of 2 miRNAs
in the diagnosis of gastric cancer. According to the receiver operating characteristic curve(ROC), the threshold value
of 2 kinds of serum miRNAs was determined, the specificity and sensitivity of the method were statistically
analyzed, and the carcinoembryonic antigen (CEA) were compared. Results The response level of miR-20a in
serum of patients with chronic gastritis was significantly lower than that of patients with gastric cancer (P < 0.05),
while that of patients with chronic gastritis was significantly higher than that of patients with gastric cancer (P <
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0.05). There was no significant correlation between the clinical stage, lymph node metastasis, drinking history, age

and gender and the level of miR-20a (P > 0.05). There was no significant difference in the expression of miR-184

between patients with gastric cancer and patients with lymph node metastasis, drinking history, age and gender (P >

0.05), except in the clinical stages (P < 0.05). The results of logistic regression analysis showed that the expression
levels of miR-20a [OAR =1.012 (95% CI: 1.697, 6.875)] and miR-184 [OAR =2.056 (95% CI: 0.417, 0.722)] were
correlated with the occurrence of gastric cancer. ROC curve analysis showed that the cutoff, specificity, area under
the curve (AUC) and sensitivity of the miR-20a were 4.24, 71.71%, 0.762 and 79.42%, respectively. Those of the
miR-184 were 10.35, 82.8%, 0.861 and 88.41%, respectively. Those of the CEA were 6 mg/ml, 71.40%, 0.740 and
69.30%, respectively. The specificity, AUC and sensitivity of the combined serum miR-184 and miR-20a were

87.6%, 0.908, and 84.7%, which were significantly higher than those of 3 single detection methods. Conclusion

The detection of miR-20a and miR-184 in serum is of clinical value in the diagnosis of gastric cancer.
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B Wit 368 5 B i R EAE A B . Hh, Bk
232, ik 136 Bl A4 34 ~82%, FIH59 %
B 2 0 O 2 A A G PR A SR K A IS O R
B2 hy 8 s B IR oK 4 52 3k i A7 L A g sy
BIT . A BRI YT . HERR B A R
PR R B, o 180 B o IV I+ I s 2% . 188
) 491+ 1 983 . ) SR ER R0 R A 18 v B R iR
HR2BIME R XTI, M ABRHE: OB FHLHRBAH
Sl A T HERR B 5 (R T H A g 5 0 o
@br A KL/ R & H A GYT (kyr .
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1.2 HARRESRNARE

XF AT R A 4 ml 4L, AR 9 R A 4
M58 4B, W H )2 500 wl i, 2% JC RNA
By 1.5 ml EP 455345, 4% 8 AM1556—mirVana PARIS
Kitikl & (3EE Ambion AR UEBA5, M —3 4 1L
THAEAR B RNA, SR u-2800 A1 4841 73 66
TR RNA B3 B 2GRS, JF & T -70°C (4 AR I
UKAR TPABAE 5 B R A1 55— 40 IR bR AR 325 G 56
BE, SRHI2010 B4 g B LAk 27 fe i o A AL (G
Roche Elecsys A ] ) #a I 1L CEA .
1.3 WWHEEZPCREN

R i F & TaqMan MicroRNA Reverse
Transcription Kit (J&[E ABI/AF]) AR,
Y1) Trizo B, BIAEPE, A =P b, B,
MASHNE, B0, MALE, TEREL, A
RNase—free 7K % fift RNA , $4¢ 1R 306 % SE B & 0t &
BEHEAT cDNA B o 96 5 K RT-PCR X 58 1
R 25 A 95°C T AE P 10 min, 95°C AR 15 s,
70°C B k30 s, 60°C ZEA{H 30 s, ¥4 AEER 40 4
miR-184 IE [7] 514 : 5'-GGTAACGCCAGGGTTTTCC-
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Ak, 45 I microRNA—184 Fll microRNA—-20a 6246 %] B s s W (i

3, RIaG 1 3'-CCATTGCGGTCCCAAAAGG-5', miR-
20a1E[5#): 5'-CAGGAAACAGCTATGACC-3', JZ[f]
5% . 3'-GTCCTTTGTCGAYACTGG-5', LA 2-44“ &
AR AT RS, U6 hNZ
14 Sit=EF*E

BOUE 3 B R I SPSS 21.0 G844, 1E A4 A
T TE R AR + AR 22 (xxs) Bon, HREH ¢
LR AR | SN o I i e = 3 DN SR A 5 18 o I
BM(Py, Pr) Fow, W BRAGS; 23 i 523
TAERRAE (ROC) HI £k . P <0.05 1 22 % F 48 i1 2

B

2 HR
2.1 BEEEAEIIGKRIERZEEIMEmMR-184

1 miR-20a Rk K FHI LR

i A LS miR—184 28 1A KT AE Il R 43 1 o
LRAGIH¥EY (P<0.05), HESmME, T
FEREEE N, WAEPER . AR . A IOl . ke
SRR B T MER LRI FE XL (P>0.05); H
I BB 1LY miR—-20a 3k K FEER] . AFl . B
P WRELEE R ARSI R o 1 T 25 3
iitegm L (P>0.05), W1,

*1 BEEEAEGKFEREZEMLSmMR-184F1 miR-20a ®ixKFEMELE ()
I DA B PR 26 n miR-184 18 Py miR-20a fE PAH
ezl
5 240 1.57 +1.67 1.53 £ 1.80
0.462 0.645 0.105 0.918
5’8 128 1.49 + 1.40 1.49 + 1.62
AR
<55 % 116 1.52+1.42 1.62 +1.87
0.386 0.700 0.192 0.850
>55% 252 1.59+1.70 1.53+2.20
TR
el 268 1.68 +1.58 1.70 £2.17
0.502 0.616 0.792 0.432
g 100 1.59 + 1.38 1.30£2.16
WS R
2 124 1.53 + 1.64 1.57 £ 1.69
0.571 0.569 0.022 0.985
F 244 1.62 +1.31 1.56 £2.41
I R
1.1 188 1.81+1.21 1.25+2.26
4.089 0.000 0.677 0.501
m.Iv 180 1.33 £ 1.03 1.54 £ 1.167

22 BE51EMEEXESEMF mMR-184 F1 miR-
20a FTiXKFRIELEE

PO it PCR AT I 45 R R W], 1818 R4 E
F M miR-20a 7K P-4 15 68 41 B AR (P <0.05) 5
MM 15 A8 2H R IS miR-184 /K F 4% H 20 R
(P<0.05). W52,

£2 WAHREIMEmMR-184F1miR-20a 7k EHIELER
M(P,, P,,)
4151 n miR-184 FFAIKF-  miR-20a FKihIKF-
ERE 368 2.34(0.42,11.23) 4.16(1.02,21.47)
fEtE R4 332 6.34(1.23,18.76) 1.23(0.34,8.94)
Z{H 7.310 11.560
PfE 0.000 0.000

2.3 Ii& miR-184.miR-20a 12 BE IR
{81 1M 35 HH miR-184 . miR—-20a 1 ik K P14,
Fie R XU PPAG Y, G0 3447 XU 1 58 T E 9 28
Ho M A ROC IR (W) S5R 8
RN, 2 E R I E miR-184, I FHE M 10.35,
R 88.4%, H5 S N 82.8%, ik N 1 B (area
under the curve, AUC) /7 0.859(95% CI:0.808,0.912) ;
LW B I I35 miR-20a, I FLE N 4.24, Fr5bk
N T1.7%, HOEAE 79.4%, AUC H 0.762 (95% CI:
0.692,0.166) ; CEA 2 W7 B ¥ If 1 R 6 me/ml, FU=R
4 69.3%, 5N 71.4%, AUC N 0.740(95% CI:
0.668,0.811), AHXFHLAL; HF 17 miR-184, miR-20a
A X B 9 R T2 W W R S 84.7%, RS ME R
87.6%, AUC A 0.908 (95% CI. 0.868, 0.949). Hx
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At 3 Bh I 5 v 8 . LR 3.
24 BEAZEMHEHXZWEZR

AR i o A A B (0=xF M4, 1=H
4), HA BB G Xt %, A& REE
PRSI (1= ¥, 0=T5PF) (A (1=4E 18 >50 &, 0=4F
#4<50 %) . L% miR—20a. miR—184 /K F (1= 7
miR-20a . miR-184 > 2, 0= Ifi. }if miR—20a . miR-184 <
) XA TR S (2=FHKIGE, 0=TokiEs),
it Z2 R 2 Logistic 15 3 H1 , &2 1E P 1] A % A1 AR
J5 45 5 R « I35 miR—-184 /K E[OR=2.056 (95% CI
0.417, 0.722)] Fil miR-20a 7K F-[ O R=1.012 (95% CI:

%316
1.0
0.8
06 [
g U
i : — CEA
041
& [~ — miR-184
02k miR-20a
’ — miR-184+miR-20a
Sk
0.0 1 1
0.0 0.2 0.4 0.6 0.8 1.0
15k
E1 2B RENROC Mk

1.697,6.875) | 0 B A AR N R . L3k 4.

®3 BUHAENEXSH

95% CI
Fik Il AUC % fUEE/ % HER/% = E
miR-184 10.35 0.859 82.8 88.4 85.8 0.808 0.912
miR-20a 424 0.760 71.7 79.4 75.5 0.692 0.166
CEA 6 mg/ml 0.740 71.4 69.3 70.4 0.668 0.811
miR-20a +miR-184* - 0.908 87.6 84.7 90.4 0.868 0.949
F4 BREEEHERXEERN Logistic BIIASHTSE]
SES b S, Wald 2 OR Pl Pl
THR FRR
5 0.471 0.185 6.570 1.155 0.019 0.979 1.650
AR 0.346 0.134 6.873 1.007 0.015 1.020 2.296
R 0.694 0.215 10.557 1.688 0.001 0.141 1.8167
miR-184 0.753 0.259 8.542 2.056 0.003 0.417 0.722
miR-20a 0.365 0.114 9.857 1.012 0.004 1.697 6.875
i 1.780 1.167 7.231 - 0.001 - -
3 g 0 FFSERE], B 40 miIRNA-106a ik
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W 2k PUAT 28 6451 miRNA 43 T, A WF5E %
IO miRNA 2 54 Aok f b — R 5 2R,
WA T . RS AT AiisET .
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R B 95 AR 2 21k miRNA Y353, s %
JCIAH 73 B miRNA B 25 57 R I8 S HUS R SC R, 45
SR IS AN 2 2 b miRNA 9 58 363K & S 80
Je AR R PR R
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TR L 25 0 T A B S PR A A DG, smT A Sy B 9 Y
IS WHE bR ; LI 176 B 5B PRSI A K
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ZUh miR-184 (I F KA T, 5 E FhIIE R AR
W ELZERE RS oAb B UIA G 5 ZHANG 2509 15 9 4
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FImiR-21 A FIA K I, miR-378 Fl miR-21 B4 461l
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miRNA 769 4 ML 3558 . %8 . RIBBFIE T
SRR HEE SRR . S0 miRNA SRS
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OB FLRRG 1, i) S e iRk 3G . BB AR
78, AU L IE A MR, (R R A T, AR S
A B e 2 R SR AR A RS LY miR-
184, miR-20a ()£ IK LB, B9 K 7S miR-184
RIXACE N, METEEE RABEEFAGTT
SR, HLRERIAAR T e U 87 X8R CpG 5 &
JE AL, O3 R I N R AR K IR 22 3
JETE b 2R F U 1A e 3k R B R L R A VR
miR-20a 7E48 K 250 B A U ¥ ek, Wil
L5 8 9 A OC 11 S J B — Bl miRNAM, BF5E R 9 B
i U LS miR-20 a Rk K F-THim, H5EEE R4
BEEFAGIFEEX, PPt T- LN 4 562
AT, R TR E LR, miR-20
a o TR AR B AE TS R 4 e as, 4 40 g
PT, (AL Ipe B 2 I b i 40 A 398 g ek 0 gt
— o B i R LT miR-184 . miR-20 a iYKIA S
BHE IR R OCR R, BB H 1 miR-20 a
FIRACEFEPER] | AR L AR | R L2 R Rl
IR b 22 5 gt 2= X, HIs miR-184 76 F
IR A 225, SETAMGESS R —8 AT
SELE R L, LG miR—184 223512 W B o 19 45 S vk
L I3 miR—20a 335 AR PR s B0 IS miR-184
5 miR-20 a 2K W7 B 8 0 BUSME L RS
IM7% miR-184 5K Ifil 75 miR-20 a FEik T

gi L prik, B9 R ML miR-184 . miR-20a
KRB E, SHEENEE. KRAFEVLR,
MLTEARASE Sy AR B, 17 ELIAL A miRNAs 73 A4 R
S, ERSFISW R EARRREY, AR
SN2 WA —E DG R A, AR — 28 i I IR
N IR TG KA S TEE .
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