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Relationship of serum miR-335 and miR-497 expression with
clinicopathological features and prognosis in patients with
colorectal cancer*

Xiang-rong Nie', Jian-lei Wu?, Yong-qing Wu’
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Abstract: Objective To investigate the relationship of serum Microrna-335 (miR-335) and miR-497
expression in colorectal cancer patients with their clinicopathological characteristics and prognosis. Methods From
February 2013 to September 2014, 99 colorectal cancer patients who were diagnosed and treated in our hospital were
selected as the colorectal cancer group, and 99 healthy patients who underwent physical examination in our hospital
during the same period were selected as the healthy group. Fluorescence quantitative PCR was used to detect the
expression levels of serum miR-335 and miR-497 in the two groups, and the clinicopathological characteristics of
patients with different serum miR-335 and miR-497 expression levels were compared. Kaplan-Meier method was
used to analyze the prognosis of patients with different serum miR-335 and miR-497 expression levels. Results

The expression levels of serum miR-335 and miR-497 in the colorectal cancer group were lower than those in the
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healthy group (P < 0.05). The expression level of serum miR-497 in patients with infiltrative depth T -T,, TNM stage

I/11, and without lymph node metastasis were higher than those in patients with infiltrative depth T,-T,, TNM stage

111, and with lymph node metastasis (P < 0.05). The expression level of serum miR-335 in patients with TNM stage I/

II, Medium and high differentiation were higher than than those in patients with TNM stage III and low

differentiation (P < 0.05). 5-year survival rates of colorectal cancer patients with high serum miR-497 expression and

high miR-335 expression were higher than those with low serum miR-497 expression and low miR-335 expression

respectively (P < 0.05). Conclusion The decreased expression levels of serum miR-335 and miR-497 in colorectal

cancer patients were correlated with the occurrence, development, deterioration, and poor prognosis of colorectal

cancer.
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