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MicroRNA-122-5p.microRNA-33a-3p 7£ & &
BEPHRIEE S EKRREBFIEMTERIX R

SRAR ', BRaRAL?, Asie, 3B e, Xk, EARA, GiEE
(MREH R CER 1.EAZR, 2.FKZE, M H¥ 056001 ;
3. HI B T HR L X R TR A= ] L, T 4k HRER 056008)

HE . BY KA B EEZ 2F microRNA—122-5p(miR —122—5p) \microRNA—133a—3p(miR —133a—3p)
mRNAAA KX F 56 RRBHMEATEH X R, T1iE RERBEH RIAFFA 4], Vil RF Hb) i R
B AR Ay R L SRR SR 8RR B R A B RR (QRT—qPCR) 3 A4 f2. 7% miR —122—5p, miR—
133a—3p mRNA BT AKX F, BRSO AH S BB EH B RREFIEGX Z; 48 Kaplan—Meier £ HFH &, 5
A miR—122-5p, miR—133a-3p#y AX 5 F R EF TG X A, ER  F&&F i miR—122-5p, miR-
1332—3p mRNA A FOA BT BREE (P<0.05); AHRELEHAS SRR, RAERBEEGEL oG
miR—122-5p mRNAARM FA S T RAMELERAS, +. HoNRE, REZEETEENEH (P <0.05); A
MELEHA | AR ARE  REERBE . TNM A I+ V49 £ 2 i miR —133a—3p mRINA BT Fk FAK
FRMECLEERS, T SRR, FRESETEE, TNMaHA [+ 1446954 (P <0.05); Kaplan—Meier
A HMELERET, miR—122-5pfkkid § & & H 5 F A F R T miR—122-5p H 2§ &F (P <0.05);
miR—133a—3p AKX BB EH W5 F A A RK T miR—133a-3p H AL FH/EF (P<0.05)., &t BREREX
2 miR—122-5p, miR—133a—3p mRNAAM £k & 2K E, JFARHES § R BHAEFFESRRTE S
YIR%, diFmiR—122-5p, miR—133a—3p TAER A B /& & TG T 69 2 A A&

K . FAG microRNA—122—-5p ; microRNA—133a—3p ; Ve FoBILAFAE 5 TG

hES#ES . R7352 MHEAARIRAG . A

Relationship of miR-122-5p and miR-133a-3p with
clinicopathological parameters and prognosis
in patients with gastric cancer®
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Abstract: Objective To investigate the expression levels of miR-122-5p and miR-133a-3p in the serum of
patients with gastric cancer, and to analyze the relationship of the two with the clinicopathological parameters and
prognosis of patients with gastric cancer. Methods Serum samples from 94 patients with gastric cancer were

collected, and serum samples from healthy volunteers with the same number were used as controls. Real-time
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quantitative PCR (qRT-PCR) was used to detect the expression levels of miR-122-5p and miR-133a-3p in serum
samples, and the relationship between the two and clinical pathological parameters of gastric cancer patients was
analyzed; Kaplan-Meier survival curve analysis was used; relationship of miR-122-5p and miR-133a-3p with the
prognosis of patients with gastric cancer was analyzed. Results The expression levels of miR-122-5p and miR-
133a-3p in the serum of patients with gastric cancer were significantly lower than those in healthy volunteers (P <
0.05). The serum miR-122-5p level in patients with lymph node metastasis, low differentiation, invasion of serous
layer was lower than that in patients with none-lymph node metastasis, moderate and high differentiation, invasion of
layers under mucous layer (P < 0.05), while the serum mir-133a-3p level in patients with lymph node metastasis, low
differentiation, invasion of serous layer, III+1V TNM stage was lower than that in patients with none-lymph node
metastasis, moderate and high differentiation, invasion of layers under mucous layer, I+II TNM stage (P < 0.05).
Kaplan Meier survival curve showed that the 5-year survival rate of patients in miR-122-5p low expression gastric
cancer was lower than that of patients in miR-122-5p high expression gastric cancer (P < 0.05). The 5-year survival
rate of patients in miR-133a-3p low expression gastric cancer was significantly lower than that of patients in miR-
133a-3p high expression gastric cancer (P < 0.05). Conclusion The expression levels of miR-122-5p and miR-133a-
3p in serum of patients with gastric cancer are low, and they are closely related to the malignant degree of gastric

cancer and the poor prognosis of patients. MiR-122-5p and miR-133a-3p may become a potential biomarker for the

41314

prognosis of gastric cancer patients.

Keywords: stomach neoplasms; microrna-122-5p; microrna-133a-3p; clinical characteristics; prognosis

B AR LR 2 —, AR E
IR R Saa 9 ) WNE iR /2.9 ML RN PR = R
mRMLIX, BT 280 B T 24T
A R, DR O R O A A R AR LTS A
ZEW 2 T g B RRA i B IR 1) S R AR R B
B &AM EZREY, B e 8 0 kAL
i, B RIS AR O 4R R S 0 AR B
MY AT N EE . microRNA 22— K JE H 22 ~
28 AT IR )T I AR SFAE A% RNA 20 1, T 12 4%
TETEHZAY T, 25 NI 1/3 i3RIk
oo HAEM A . BT Xk R
SRR R & 45 T AR AP microRNA-122-5p (miR-
122-5p) Z 5 2R Mg B4 . kKRR, DR
F B 7E B Jm A FLOR 98 40 M b 3 5% 3K miR-122-5p
S A AR RZBFNERS , miR-122-5p &
FRFEAMIEFE N AIME R . miR—122-5p 76 22 €5 3% 987 1ML
W REERL, RRHEROERBOREMEK
Ji& ok v 4% i 2R Y. microRNA-133a-3p
(miR-133a-3p) 7EZFP IR P AAAE o Rk,
PEJET 45 A S R . A BES R I, miR-
133a-3p 76 B s A 2 rh S0 ik, IR 406 15 98 k4
KR miR-133a-3p 5 B i 19 & A= K e % D) AH
X, A WF ST miR-133a=3p AE % 410 ] & 9 20 o
SGC=7901 (13 5 AL AL, A5 32 2246 I miR-
122-5p Fl miR-133a-3p £ & ¥ & ML i £ ik,

T

e M P 5 B g R I R BIURR AR S U SR R
S 18 9 14 T A U ) AR A

1 ARSI

HRITHR
WCAE 2011 4E 1 H—2014 4F 4 F HRER AT o0 BE B
04 151 15 i S5 I I AR A, LA [m] 45 K ) fkt o A
25 09 ML bR A VR X B A A hR il T A B
A PR GERE K BE U5 5Ok 8 8% 5 RS i LA 12 K
B RRCE R A SR AT AT ] T R B IR IT .
HEBR AR AE < 5 I AV b s AR T C 42 52 B
BITH s BRGSO, I VE R . AR
BB EER25~71 %, <60 % B 534,260 %
BF AL BYEesHl, Hk294; (%5148 4,
o w46 Bl WA RS 55 ), Jo ik L 4 R
#3919 5 IRVETEE RN 4% )2 36 15 (Bh 2 8 141]
FBETIZ96, WUZ1941), JEE)ZE 58145 ; TNM 53
W T+1043 60, T+IVIIS1E]. AHFoE 2 BB B
FRME R SIE, BERXBEERE,
1.2 FRARREREN

PARHS > H R S fd B AR A 35 25 IR K UL 5 ml,
R TAEBE S 2 KRB ki 5 ml, $ R
AR 1 WK AR A A2 B8 P L IR EE 4°C, 1 600 r/min
B30 10 min, M EVE R ST 0 BRI, B A-80C
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KA, % MicroRNA-122-5p, microRNA—-133a-3p 75 B R 1 (02658 2 5 AR BRAFAE AR 1956 2

UKFEVS RO R o
1.3 MiEZRNARBEEMEALEERGEHER
R (qRT-PCR)

Trizol (TaKaRa) $2 R [ 32 120 # 1L & H 1) &
RNA . Byt Ig 4 B 0 PR UK 265 7 B RINA 201 B VR B2
% HiSeript IT Reverse Transcriptase (Vazyme ) $t W 43 45
BEUEATERAE, B B RNA 5 5 cDNAL SR )5 LU
cDNA J #5 B, $% 1.C480 SYBR Green Master Mix
(Roche) 17 PCRY 3. BT 51975 i L1 HE %5
Y TG RA BTG RN A :95°C Fil A2
P£ 2 min, 95°C 72 1 30 s, 65°C 1B & 1 min, 70°C %E i
90 s, 45 MEFR . U6 HNZS L . miR-122-5p 1E
[ 51 ¥ . 5'-GGAGTGTGACAATGGTG-3', JZ [A] 5|
¥ : 5-GAACATGTCTGCGTATCTC-3'; miR-133a-3p
iE 11 51 ¥ : 5'-CGAGCCTTTGGTCCCCTTCAAC-3', JX
i 514 : 5'-TCAACTGCTGGTGTCGTGGAGTCGGC-3';
U6 IE 1151 %) : 5'-CTTCGGCAGCACATATACT-3', I [1]
19 :5'-AAAATATGGAACGCTTCACG-3', R Jf] 2-28¢
2315 miR-122-5p Al miR-133a-3p mRNA A % 34
. AR E 3K,

1.4 P&

DL 35 B ] 12 52 A 1) J7 2008 i A7 8 R 17 B
Vi, 2~3 M HUAT VIRBEDT, BEVI RN B E 12
Ji 1~ 604 H 2 B EFL T s U EBE VI I A]

1.5 SitEHE

BE 43 B oK F SPSS24.0 GE i1 44 o TR R LA
BB+ bRl 2 (xxs) Fon, LLBIH e 5 234
Kaplan-Meier 4= /7 {12k, FL#R H Log rank x5
P <0.05 25 A5 L

2 R

21 7 4 M 5 miR-122-5p 5 miR-133a-3p
mRNA 1831 R X 2RI ELER

B 5 R AR I YE miR-122-5p 1
miR-133a-3p mRNA FI%F 23k & H i, 22 A Giil2
HY(P<0.05), B BFAR TR . Wk,

F£1 MWAMPE miR-122-5p . miR-133a—-3p mRNA

WX RIXELLE (n=94,xxs)
205 miR-122-5p mRNA miR-133a-3p mRNA
[[EE N ey 1.15£0.22 1.05+0.19
o R 0.33£0.12 0.45+0.13
1 27.855 22.635
PfH 0.000 0.000

2.2 AEIGKFESHE S = ESE MiEmiR-122-5p
#1miR-133a-3p mMRNA X RiZE L&

AN TR I R B AF 15 i A8 1L T miR-122-5p
mRNA AH X 25k i A, A7 ik B 457 % AL b e
JE R 2R B AR AR T R A5 5 RS oA
JEE RIE B T 20 B H (P <0.05) s AR
5 PRI TNM 431 B8 107 miR—122-5p mRNA AH X
ik b, Z5 gt # 2 X (P>0.05). AFHlE
PR AR AE 15 8 BB 3 1ML miR—133a—3p mRNA A X}
Fha A, AR S5 R R RIE B
JEEJZ CTNM 4330 5 T+ IV 390 i R 350K T T ok 0 45 %
B i moar e E R R R T A2 TNM 43
W10 T+ 10 B3 (P <0.05) ; AN [FIAE IS 2E 91 B 3
.74 miR-133a-3p mRNA A X} £k g i, 25k
Giit2EE L (P>0.05), W2,

R 2 FREIGKFESHE SR EE S miR-122-5p f1miR-133a—3p mMRNAMEXTRIZEE (r+s)
I A R n miR-122-5p mRNA 1 {E PAE miR-133a-3p mRNA tfE PAi
AR
<60 % 53 0.36 +0.22 0.47 +0.15
1.634 0.053 1.512 0.067
>60 % 41 0.29 +0.19 0.42+0.17
e
5 65 0.32+0.12 0.44 £0.12
-1.007 0.158 -0.979 0.165
& 29 0.35+0.16 0.47 £0.17
eSS R
H 55 031+0.11 0.40 £ 0.20
-1.937 0.028 -3.046 0.002
X 39 0.36+0.14 0.52+0.17
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AR 2 A 314
gk2
I ARG BAFAE n miR-122-5p mRNA fi P1H miR-133a-3p mRNA tl P
AR
1% 48 0.29 +0.13 0.39£0.11
N ~2.569 0.006 -4.080 0.000
LN 46 0.37+0.17 0.51+0.17
R
FE T 45)2 36 0.41 +0.21 0.48 +0.14
3.391 0.001 1.841 0.034
I 58 0.28 +0.16 0.43 £0.12
TNM 431
I+13% 43 0.34+0.13 0.51 £0.16
0.775 0.220 3.804 0.000
M +1IV it 51 0.32+£0.12 0.40 £0.12

2.3 B E & & M iF miR-122-5p, miR-133a-3p
RIEKFEEREETENXR

L miR—-122-5p mRNA A X} 335 5 ¥{E (0.33) Hy
FU ¥ R Y T miR-122-5p I % 3k 41 Fl miR-
122-5p 83k 2, 440 47 9], Kaplan—Meier 25 77 i
L4 R R, miR-122-5p (KR A4H 5@ ik
HARJG 54 A A7 F 00 B 17.02% (8/47) F129.79%
(14/47) , M LB, ZRA%HEFE L (=
5.135, P=0.023), miR-122-5pfkFikH¥H S4EETF

10 T
0.8
0.6
# 04
oo b — [oEnutl
— fEFisA
0.0 " "
0 12 24 36 48 60
AAER A
E1 miR-122-5p &k 5 BE T EH Kaplan-Meier
T
3 it
BT E w2 —, SR
FEORH BRI L. HErFARYIBRZIR)T B

EEHE BT ARYIR TR ILRS FHAA7
LR o TP LI B ) 0 R
AR K E B S I TR TR, 1
R ELAT R R TR A L O

LT miR-122-5p A ik & . WH 1,

L miR-133a-3p mRNA H Xt 3¢ ik & #{H (0.45)
h B, K H s ECE 8 miR-133a-3p L ik 41
miR-133a-3p m KLk, %24 47 1] . Kaplan—Meier
AR A Hr4s B 7R, miR-133a-3p K #£ A4 5
R IR PR ST 5 AR LEAE 353 5 19.15% (9/47) F
27.66%(13/47), WALILE, ZSFAZHE (¢
=4.492, P =0.034) , miR—133a-3p {L ik B 5 FFAEAE
LT miR-122-5pm #Kik & . WK 2,

1.0
0.8
0.6
04
— mikdl
0.2 N
— kF&ixd
0.0
0 12 24 36 48 60
AN H
B2 miR-133a-3p kit 5 HET/FEH Kaplan—Meier
T

() 2 s ZE R ALK JLAR IR I T R a5, (BB 1)
SR 2 SR N S A B ) S R AR R I R 2 — . AR
et & gt 8ds, B S RO I
JibRE , 2012 4E#7 1 T 100 3 09 5 w1, o5 A
6.8%", WA, HORMZ M AIET B, HHMH
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KA, % MicroRNA-122-5p, microRNA—-133a-3p 75 B R 1 (02658 2 5 AR BRAFAE AR 1956 2

TR YT BTG B AR S v 0 2R AR R R H R E
FIME P ZE,

MicroRNA (miRNA) & — K751 & B SF 1Y
FEEE % RNA, XSRS % RNA 43 F 2 5 A2k
W3 13 W RE R SRR AR oL B, AR 2 R E 1Y &
AL RS DEEE AT EAMMERS, R[S
AWFFERY], EZF MR, miRNA 7] DLV Ry
S VB 3 5 B 78 W AR SRR 0 L AR T o #E v DA
T FB A R LS A O T R AN W B AR AR O, AR
P H AT AT HGE , miRNA 7EZLIRJE . Wi . Ag
S i i G 22 o b oRE Th AE TR 25 S 1 R AT, miR-
122-5p AE R IR i kA . KRR R E SN,
UNAE JFF 98 Y miR—-122-5p 58 = 2 18 1T LA ol i 4
Miry AR . REMITH, (W B 40 Mk A T
TS, FE N GE B AN A0 P, miR-122-5p
Feakn] DIAE o A i i (=2 22 AN AT RS, T A 4 AR R
BRI D REN, WESE R B, R R R IK 1Y miR-
122-5p 1] GE il 1 NOP14 i 45 & {6 2 988 40 s &R SK-
MEI-110 F1 A-375 (1) 48 Jfd J&l 101, 3 117 -5 S50 40 1 3
FHI, miR-133 JF /N AR N T s &30, A
REL R P AEAE 3 E AN miR-133: miR-133a-1,
miR-133a-2 fil miR-133b2, 45 B 3¢ % W miR-133a
16 B A R SGC-7901 . MNK-45 FilJ5i % ' Ji 41 41
RPN T, IESE T miR-133a 76 B &
KRR A AU TR AR IS, 78 1H i
HAFANME T, miR-133a=3p ZH W F¥ £k, =
58 1 40 1A Bel-xL. Mel-1 M\ T 41 0F 40 B % 2E
G

A F B i qRT-PCR 6 Il miR—-122-5p FlI
miR-133a-3p 7£ 94 f4i] 5 Ji £ 3 1L T 00t J3 A A o 1
AR B K, SEEEIR B8, miR-122-5p Al
miR—-4317 7€ 5 Ji £ 34 I3 v 28 2 55 fat B 1A A o 3
TR TRl e R I RO AR AE AT 43 AT
RN, 2 R I miR-122-5p Ik 2 AR,
RAW Wk A, OF B MR SR A1
MAERRNE, BIEERKEZE, 455 £ W miR-
122-5p 76 B & A L KR b 322 R HE 0 g 1 4
L FAR RS Mg 0 B R E A G R A
Kaplan—Meier 24 77t & 73 #r 45 2R .75, miR-122-5p
MRS EERARSWARGAEFR, iTUEN
Tl Bl Wy BB TS B — AR AR . A F SR KB

2 B L LT miR-133a-3p (R F A M, FAEMK
(9 TNM 431, Ho &AW WAk e g 7% 82, Al A b
Je B B A A MRS TR IR, R R E
R F W miR-133a-3p fE BN kA . KEHFE
REEMEEDIRE, HARZR IR 5 Mg i B e R BE A G
[7] Bsf Kaplan—Meier A= g 4s B Ws, miR-
133a-3p R IA MY B E BB ARG AR, W
AT LA Ao fi B ) W 8 3 T ) — TR s o

Gk, EEENEEMERSRE D,
miR-122-5p . miR-133a-3p A] fE & 4% 25 1098 3L [H Y
IIRE, miR-122-5p. miR-133a-3p [ F ik fAEfg
il B O AU R R, B S BERT
Ja #PIM . I miR-122-5p . miR-133a-3p A fig
A Ay B 93 TOUIN FNTLIS E R
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