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Application of multi-omics in psoriasis research®
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Province and Ministry, The Second Clinical College of Guangzhou University of Chinese Medicine
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Abstract: Psoriasis is a kind of refractory immune-related inflammatory skin disease, it has the
characteristics of repetitive course, easy to induce other serious complications, and has genetic predisposition.
However, the pathogenesis and therapeutic targets in the disease development process are still inconclusive. At
present, various high-throughput technologies are booming, and multi-omics technologies have emerged at the
historic moment, which can provide more comprehensive evidences for disease research. This article reviews the
advances in multi-omics studies related to psoriasis research, including metabonomics, proteomics, genomics,
epigenetics, intestinal-microbiomics, and transcriptomics.
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