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Mechanism of curcumin inhibiting epithelial mesenchymal
transformation of lung cancer cell line A549

Shuang Zheng, Lin-hui Xu, Shu-yue Xia
(Department of Respiratory and Critical Care Medicine, Central Hospital Affiliated to Shenyang
Medical College, Shenyang, Liaoning 110075, China)

Abstract: Objective To investigate the effect of curcumin on epithelial-mesenchymal transition of A549.
Methods The inhibitory effect of curcumin on lung cancer cell line A549 was detected by Transwell assay; the
change of epithelial-mesenchymal transformation marker protein was detected by Western blotting; the relative
expression of HOTAIR was detected by real-time reverse transcriptase polymerase chain reaction (Real-time RT-
PCR); and the change of IncRNA expression after curcumin induction was detected by sequencing. The specific non-
coding RNA mediating the role of curcumin was verified, and the relationship between HOTAIR and
clinicopathological parameters was analyzed. Results The results of CCK-8 assay showed that after 24 hours of

curcumin-induced lung cancer cell line A549, the OD value of lung cancer cell A549 in different concentration
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groups was significantly different (P < 0.05), and the OD value decreased with the increase of curcumin
concentration. Transwell results showed that 24 hours after curcumin-induced lung cancer cell A549, the curcumin-
induced group inhibited the invasion and migration of lung cancer cell line A549, and there was significant
difference between the curcumin-induced group and the control group (P < 0.05). The results of Western blotting and
Real-time RT-PCR showed that the interstitial phenotypic genes and proteins (E-ca, N-ca, and Snail) in the curcumin-
induced group were significantly different from those in the control group. The relative expression of N-ca and Snail
decreased and the relative expression of E-ca increased in the curcumin-induced group. The relative expression of
HOTAIR in lung cancer group was higher than that in normal group. The results of sequencing and Real-timeRT-
PCR showed that curcumin inhibited the expression of HOTAIR. The expression of HOTAIR in lung cancer and its
relationship with clinicopathological parameters were analyzed. The results showed that the expression of HOTAIR
was closely related to stage, differentiation, and lymph node metastasis. Conclusion Curcumin effectively inhibits
the proliferation, invasion, and migration of lung cancer cell line A549. Curcumin inhibits the expression of IncRNA
HOTAIR. Curcumin inhibits epithelial-mesenchymal transformation of lung cancer cell line A549 through HOTAIR.
Keywords: lung neoplasms; curcumin; epithelial-mesenchymal transition; HOTAIR long non-coding RNA
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x1 5¥FE5
519
FEH b7z KR
bp
1E ) : 5'-CCGCCATCGCTTACA-3'
E-cadherin 262
] : 5'-GGCACCTGACCCTTGTA-3'
1EJ1 : 5'~GAAAGACCCATCCACG-3'
N-cadherin 217
FLIi] : 5'-CCTGCTCACCACCACTA-3'
1] 5'-TCTCACGTACCTGGCTGTTG-3"
Snail 250
JI): 5'-TAGGATGCTGTCTTGCGTTG-3'
1EM]: 5'-GGTAGAAAAAGCAACCACGAAGC-3'
HOTAIR 235
J2Ji): 5'~ACATAAACCTCTGTCTGTGAGTGCC-3'
1] : 5'-CAACCATTTTGAAGCCCTGT-3'
TUGI 216
S 1] :5'-GCTTTACACTGGGTGCCATT-3
TE ] : 5'-CACCAAGGTAGTCGGCAAAT-3'
LINCO1125 217
J I : 5'-GCAGAGCGAGGTATGTAGGC=3'
1E ) : 5'-GCACGACTTAGGGTCCATGT-3'
LINC00662 204
i) : 5'-CGATGTGACAGGAAAGCTCA-3'
1E N : 5'-TGCTGCACTTTACAACCACTG-3'
HI9 215
J 1) : 5'-ATGGTGTCTTTGATGTTGGGC-3"
1M : 5'-ACGTTTGGTCCTTCACCTTG-3'
NBR2 197
JI): 5'-AGCAGCTCTCCATGTCCTGT-3'
1M : 5'-GAGACAATGCCCCAAAGAAA-3'
LINC00960 206
S I : 5'-GAGACAATGCCCCAAAGAAA-3'
1E M : 5'-AACTTGCCTGGACCAGCTTA-3'
GAS5 221
JZI] s 5'-GCACTCTAGCTTGGGTGAGG-3"
1E @) : 5'-ATCATCCGTCCACCTCCGTCTTC-3'
MEG3 268
I 5'-GTCCTCTTCATCCTTTGCTCCTG-3'
TE ] : 5'-CACCAAGGTAGTCGGCAAAT-3'
LING00475 207
i) : 5'-GCAGAGCGAGGTATGTAGGC-3'
1F): 5'-GCAGAATCCACGCCAGTACAAGAT-3'
GAPDH 312

S : 5'-TCTTCTTCAGTCGCTCCAGGTCTT-3'
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FHE 10.0 pmol/LAH 0.33 £0.04
FH K 20.0 pmol/L4H 0.19 £0.01
LB 25.0 pmol/LAH 0.11 £0.01
FEHE 50.0 pmol/L4H 0.10 £0.01
FH 6.514
P1E 0.000
[
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1: ZEHZ 0.0 pmol/L4; 2: FEH K 1.0 pmol/L4 ; 3. EHE
2.5 wmol/L 41 ; 4: 22 5.0 pmol/L 415 5: 2 2 10.0 wmol/L 41 ;
6: ZHHF 20.0 pmol/L 45 7: L HHK 25.0 pmol/L 415 8: FHE
50.0 wmol/L2H ; + 50 wmol/LZH H#5, P <0.05.,
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5591 e, A, LW ZNH T 40 A549 b A7 18 B AL BRI
*5 AEIEKFESHAEEE HOTAIRRIEHLE R 6 MWHA49 4HEIH IncRNAHBX Rz E LR
#1(%) (x+s)

AR paylistac| 1.00+0.03 1.03+0.01 098+0.02 1.02+0.03
<60% 4“4 21(47.7) L6 0om LEEFEFU 023009 042:003 053010 0.89+0.12
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N e

" B a3 AR GASS MEG3  LINGOWTS
27.124  0.001
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