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RN R A KA % B & Logistic )2 547 2 U4 ks B4 &R G kR B % R &R TIR4FE
(ROC) Wy &4 IncRNA Rpphl A& a2 B SRR % 4 & 6 Rtk ey T ML, R FaBFask
FRIRAE, ATt E R AR T WK Scr, S ARER . IncRNA Rpphl KT, £F A 435 & 3L (P <0.05),
25 5 B[ OR=3.271(95% CI: 1.864 ,3.872) ] A A = 97 SUBK [dR:2.192(95%) CI:1.253,2.413) ] & Scr7k-F
[dR:1.873(95%) CI:1.211,2.063) ], ﬁzmﬁémﬁoh:zsm(%% CI:1.432,2.784) ], IncRNA Rpphl 485t &
5B [OR=2.621(95% CI: 1.732,3.064) 12 2 B s & 4 & ittty ik 2 A e B £ (P <0.05) . ROC % 5
T, B RNR A IncRNA Rpph1 A3 &k T & & fidt B R A 69 AR BTE 4 0.564, AUC % 0.800(95% CI:
0.742,0.858) , #BME 67.48%(95% CI:0.517,0.784) , 4 FH % 82.26%(95% CI:0.684,0.935) . Z5it ik
IncRNA Rpph1 AB* R A 48352 2 B ok &4 R O R R s fe B F2—, AR a Rt kAA—2n
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Predictive value of serum IncRNA Rpphl1 expression in progression
of albuminuria for patients with type 2 diabetes mellitus

Xiang Wu, Sheng-cheng Mao, Lang Chen
(Department of Endocrinology, Tongde Hospital of Zhejiang Province, Hangzhou, Zhejiang 310012, China)

Abstract: Objective To investigate the predictive value of serum IncRNA Rpphl expression in short-term
progression of albuminuria in type 2 diabetes mellitus patients. Methods A total of 268 cases of type 2 diabetes
patients repeatedly hospitalized for blood glucose control in the department of endocrinology of our hospital from
January 2016 to January 2018 were chosen as research subject, they were divided into albuminuria advanced group
(n = 62), albuminuria non-advanced group of albuminuria (n = 206) according to the quantitative level of urinary
albumin at 24 hours after the first and second admission. Comparing the difference of clinical data of two groups at
first admission, influencing factors of albuminuria progression in type 2 diabetes patients were analyzed with multi-
factor logistics regression, early prediction value of serum IncRNA Rpphl expression in type 2 diabetes patients was
analyzed with ROC curve. Results There were significant difference in diabetes course, hypertension, metformin
treatment, Scr, serum uric acid, and IncRNA Rpphl levels between albuminuria advanced group and albuminuria
non-advanced group (P < 0.05). Hypertension [OAR =3.271 (95% CI: 1.864, 3.872)], metformin therapy [O/i{ =2.192
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(95% CI: 1.253, 2.413) ], Scr [OAR =1.873 (95% CI: 1.211, 2.063) ], serum uric acid [OAR =2.321 (95% CI: 1.432,
A
2.784) ], and IncRNA Rpphl [OR = 2.621 (95% CI: 1.732, 3.064) ] levels were all independent risk factors for the

progression of albuminuria in patients with type 2 diabetes (P < 0.05). ROC curve showed that optimal cut-off value

of serum IncRNA Rpphl expression level for the prediction of the progression of albuminuria at the first admission
was 0.564, AUC was 0.800 (95% CI: 0.742, 0.858), and corresponding sensitivity and specificity were 67.48%
(95% CI: 0.517, 0.784) and 82.26% (95% CI: 0.684, 0.935). Conclusion High expression level of serum IncRNA

Rpphl in type 2 diabetes mellitus patients is one of the independent risk factors for the subsequent progression of

albuminuria, and its specific expression level has a certain early prediction value for the progression of albuminuria.

Keywords: diabetes mellitus, type 2; albuminuria; short-term progress; long non-coding rna Rpph1
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T I K A IFRE 251 O 25 I IS (FBG ) |
BEAL I 218 1 (HbALe) & IH [E B (TC) . H il = 1
(TG) K% BEAR I BH [ B (LDL-C) | /& % FE AR 4R
F AR [# B (HDL-C) . Ifi AL BF (Ser) . R & A
(BUN) ., IR -

122 24 hEFEGHRMNE @A HEEARESH
DN Hy bR, 48R & 0 30 ~ 300 mg/24 h, A
WFFEIE T 24 h REE IR, 8 24 h JREE A E F <
30 mg WILEMAIK, 24 h JREAE H> 30 mg{H<
300 mg MR R, 24 h R E 7> 300 mg M
KREHEEK, B TA B & & R KA IRE
M. W—EBEHKRARE, HZAimILEA
PRJEJEZRMEEE K, 0% b iMaE 8RR R
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1.2.3 SR RAT ZREHH R (QRT-PCR) A&
#2 7% IncRNA Rpphl mRNA ABF & ik & B EHIK
AR 838 123 AN A F K AR AS 5 mL, 4°C7F ## &
30 min, ¥ N 3 000 r/min 550> 15 min, B I3 #
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BHE A B2 A ) B2 B 3 AE A Ry B RNA, S i
AMV #5750 & (W A iR FAEYRHEA R
) Ui B A5 i 5 S oA oDNA L, DL eDNA S BEAR ,
% H] 2 x SYBR Green PCR Master Mix #£17 qRT-PCR,,
qRT-PCR 7] & 1 1 28 8K« R BHE (h [ED A R
ANHl, BAPS3 NS . 51 AR B A i A T
AP TRERCER)ARAFSEM . IncRNA Rpphl 5l
. iF [ 5'-TTCGAACGATGATCGATGA-3', JZ I}
5'-CTGAAGCTAAGCTGAGTCG-3'; P53 5% : 1F I
5'-AGCTTGTCAGAACGTAGCT-3', JZIf] 5'-CTTGAA
CGTTAGCGATAG-3', L JW f& % : ¢cDNA 2 L. 2x

.« 17 -



rh E AR R A 324

SYBR Green PCR Master Mix 10 wL. iF JZ [ 5] %) %& 2 R
0.6 pL. LB T KA E 220 wlo KN &AM 95C 7%
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ROC M1k ; 520 K & A9 20 8 K FH 2 ] & Logistic [11 HbAle.TC.TG.LDL-C.HDL-C .BUN .4, 2 % T
HEEAL, P <0.05 2R A SR 0 Bt L (P>0.05), W1,

21 WABEHXINREHIGERARLE
WO ZH R B B RO B BB R R R A . A R

F1 RMABFERNEBIERF LR

HE PRI 62 34/28 25 37 35 27 22 40 45 17 21 15
HFURAE#E R 206 114/92 97 109 115 91 77 129 97 109 78 66
X/t 0.005 0.879 0.008 0.073 12.433 0326 1.391
PE 0.945 0.348 0.931 0.786 0.000 0568 0.238

BRI A 50 21 21 43 41 53 7.02£0.85 8.12+1.20
A RAE R 96 53 54 132 56 162 7.10 £0.89 8.10£1.13
X HE 22271 1.581 1.387 0.586 31.298 1.232 0.627 0.120
P1E 0.000 0.209 0.239 0.444 0.000 0.267 0.531 0.904

PRI RA 453+0.82  1.50+0.24 2.58+0.41 1.03+021  63.93+921 548+091 5.16+0.68  0.63 +0.09
EERAETERES 450+£092 1.53:0.21 2.62+0.46 1.06+028  5527+857 5.42+0.86 492+0.71  0.52+0.07
N RAI:A 0.231 0.953 0.615 0.78 6.855 0.475 2412 10.117
P{A 0.818 0.341 0.539 0.436 0.000 0.635 0.017 0.000
22 EARFEERMZMEZRSSH (95% CI: 1.864, 3.872) 1. fifi Fi — H X AK[OR=

DAFER ABE G & (IR JE M A5 i (0=9E% 2192 (95% CI: 1.253, 2.413)]. Ser /K F-[ O R=1.873
FRVERE, 1= R, B EWABRIERY  (95% CI: 1211, 2.063)]. il /& f& 7K F [ 0 R=2.321
B RS rhA G2 L HEhs (BRI (95% CI1:1.432,2.784)]. IncRNA Rpphl mRNA A %}
BLOAIFEME . R UL, Ser, MJRR.  FIAM[OR=2.621 (95% CI: 1.732, 3.064) [/&2 %
IncRNA Rpphl mRNA #HXf &ikim) KM AR, A BRI EE E A RIER IS BRI R (P<0.05).
Logistic [ #5455 . A IFE ML E[OR=3271 W2,
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