5531 % 45 8 1] FEMRKEFHRE Vol. 31 No.8
2021 4F 4 H China Journal of Modern Medicine Apr. 2021

DOI: 10.3969/j.issn.1005-8982.2021.08.008
XEHE : 1005-8982 (2021) 08-0044-05

MR RNA O AR OALER R R{ER*

A, BT, Ak, LiEA
(ZMNAFZE—lERESK, HH =/ 730000)

HE  RKRRNAA — R ZRNASLEMGERARNA, LLASH 2. $HL. RHWBRBEE
i, REFZERTEFEDFHEL, SHRBEAE, REGERIBZCMEN, FFREAN, FKRNAT
Bt e S UL LAl S AIE K | S ILBUS A A T RN R AL S N RBA R A KR, AERA
S F TR MR BE ST R b IR RNA B A R B RAILE . A F IR A
FIBOS LT M P B RAF— 473

KR . SHFEF ; RNA, K ; A FAFE

HRESZES . R541.61 SCERARIRED . A

Research progress of the effects of circular RNA on myocardial
remodeling in heart failure*
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(The First Clinical Medical College, Lanzhou University, Lanzhou, Gansu 730000, China)

Abstract: Circular RNA (circRNA) is a kind of non-coding RNA with covalently closed structure, and is
characterized as widely distributed, diversified, not easily degraded by nuclease, stable and highly conservative. The
researches have shown that circRNA participates in the pathophysiological process of heart failure by influencing
myocardial fibrosis, hypertrophy of cardiac cells, myocardial injury and apoptosis. Therefore, it is promising to
become a new biomarker and treatment target of heart failure. This paper will review the biological characteristics,
formation mechanism and biological function of circRNA and advances on the roles of circRNA in heart failure.
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