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Research progress of microRNA and male spermatogenesis disorder
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(1. School of Basic Medicine, 2. College of Agronomy and Biological Sciences, Dali University,
Dali, Yunnan 671003, China)

Abstract: MicroRNA (miRNA) is a type of non-endogenous coding RNA with 20 to 25 nucleotides, which

mainly regulates gene expression at post-transcriptional and translation levels. Many studies have shown that
miRNA plays an important regulatory role in the process of spermatogenesis. miRNA abnormalities affect multiple
stages of sperm formation and different cell types, leading to spermatogenesis disorders, which in turn cause male
infertility. This article reviews the recent literature on miRNA in the field of speratogenesis. To introduce the role of

miRNA in spermatogenesis and its relationship with spermatogenesis disorders, as well as the diagnostic and

therapeutic potential of microRNA in the field of spermatogenesis disorders.
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