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JE/NH fa R fEE 2H 0K $5 JE 4% A0 RNA LINC00265.
microRNA-98-5p RIFRIZR ElG K E X *

KWL, XR, AT, BE, AWK, ARR, BEA, LEH
(R TARER B8 sh#, Il ARl 614000)

HE. BE KA K4 9E % 5 RNA (IncRNA)LINC00265, microRNA—98—5p (miR—98—5p) £ 3F /)~ 41
PR (NSCLC) AL 2R W g F ik B FL e R B SL, J7ik 201641 A—2017 412 A ol AR ERIKE )
97 %I NSCLC % # 9B R . A8 R 55 B L RBATH T o AR S0 58 8 F R A BAE R M T 5 208 B
% EF 4122 IncRNA LINC00265. miR—98—5p 4B & ik #; 447428 IncRNA LINC00265. miR—98—5p 55
BN KRR IR AER TG 69 % R 3 R Pearson 3% 47 J 41 2% IncRNA LINC00265 5 miR—98—5p #9 48 % 1 ;
Cox BA 5 # I NSCLC & XS H &, R NSCLC &ML IncRNA LINC00265 A8 5t £ 5 & & T
J % EH AL (P <0.05), miR—98—5p AAst &k SAK T/ FEF AL (P <0.05), ALKCLEES REIEK
5B Ae S AR B B 3 S 4128 49 IncRNA LINC00265 Fo miR—98—5p & ik K- pbsk, ZF A AT FEL(P<
0.05), FELLL IncRNA LINC00265 5 miR—98—5p 2 fi 48 (r =—0.580, P =0.000) . IncRNA LINC00265 # &
i . miR—98—5p fk % 5 NSCLC & # 36 AN A A A0T R, Lsm A FIERL(P <0.05), hELHEH [HR=
2.152(95% CI:1.431,3.235) ], W& &o4 [l—fRZ2.136(95% CI:1.429,3.192) ], IncRNA LINC(J()265[I—£R:2.533
(95% CI:1.552,4.135) ] NSCLC % &L o 1k 5 £ Fa B & (P <0.05), miR—98—5p[I—fRZO.618(95% CI:
0.506,0.755) |5 NSCLC & # LT #9353 W % (P <0.05), 451 NSCLC & # J& 4122 IncRNA LINC00265
FFE A I E, miR—98—5p AT ik AL, L TAELEEIENSCLCH A A, K&, ol dinst kil &
H A FH] % NSCLC & # #9 TS

KEER . D ; KEESARNA  LINC00265 ; microRNA—-98—5p ; TG

HRESES . R7342 XHERFRIRAD . A

Expression and clinical significance of IncRNA LINC00265 and
microRNA-98-5p in non-small cell lung cancer tissues*

Fan Zhang, Wei Liu, Yong-gui Long, Fei Zhao, Ling-xi Liu, Tong-chen Hu, Hua-li Peng, Zhi-qun Ma
(Department of Cardiothoracic Surgery, Leshan People's Hospital, Leshan, Sichuan 614000, China)

Abstract: Objective To investigate the expression and clinical significance of long non-coding RNA
(IncRNA) LINC00265 and microRNA-98-5p (miR-98-5p) in non-small cell lung cancer (NSCLC). Methods From
January 2016 to December 2017, the cancer tissues and adjacent normal tissues of 97 cases of NSCLC patients
admitted to our hospital were collected and studied. The expression levels of IncRNA LINC00265 and miR-98-5p in
NSCLC tissues and adjacent normal tissues were determined by real-time quantitative PCR (qRT-PCR). The
relationship between the expression levels of IncRNA LINC00265 and miR-98-5p and clinicopathological features
and prognosis was determined. The correlation between the expression of IncRNA LINC00265 and miR-98-5p was
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analyzed by Pearson correlation method. The prognostic factors for NSCLC were analyzed by COX regression
model. Results The expression level of IncRNA LINC00265 in NSCLC tissues was higher than that in adjacent
normal tissues (P < 0.05), and the expression level of miR-98-5p in NSCLC tissues was lower than that in adjacent
normal tissues (P < 0.05). The expression levels of IncRNA LINC00265 and miR-98-5p were associated with lymph
node metastasis, TNM stage and degree of histologic differentiation of tumor (P < 0.05). The expression level of
IncRNA LINC00265 in NSCLC tissues was negatively correlated with that of miR-98-5p (P < 0.05). The 36-month
overall survival (OS) and disease-free survival (DFS) were shorter in NSCLC patients with high expression of
IncRNA LINC00265 and low expression of miR-98-5p (P < 0.05). Lymph node metastasis [HAR =2.152 (95% CI:
1.431, 3.235)], TNM stage [HAR:2.136 (95% CI: 1.429, 3.192)] and IncRNA LINC00265 [HAR =2.533 (95% CI:
1.552, 4.135)] were independent risk factors for the prognosis of NSCLC patients (P < 0.05), while miR-98-5p [HA
R =10.618 (95% CI: 0.506, 0.755)] was the independent protective factor for the prognosis of NSCLC patients (P <
0.05). Conclusions The expression level of IncRNA LINC00265 is up-regulated and that of miR-98-5p is down-
regulated in NSCLC. They may affect the occurrence and development of NSCLC synergistically, and the detection
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of their expression levels is helpful to determine the prognosis of NSCLC patients.

Keywords: microRNA-98-5p; long non-coding RNA; LINC00265; non-small cell lung cancer; prognosis

it 96 2 5 H UL B bR, e Z2BUR F S AR/
41 B Al 9% (non—small cell lung cancer, NSCLC) ,
NSCLC #§ 8 % i, fi M B3 A aw e 2210 B,
22 #IN NSCLC &9 5 B84 . RN R AT 15
microRNA (miRNA) J¢ K 55 4F 4% % RNA (long
noncoding RNA, IncRNA) % ik | kiR . &
FERN . BWEECRHYIY, HIncRNA . miRNA A]
MY, EREZ 5 NSCLC &L . RIEY, A1
FER I, IncRNA LINCO0265 75 2 M6 240 M 1 13 195
(acute myelogenous leukemia, AML) B E P ik HiF,
LAY R 38 S 5 ) 1 I A T R A M R T, T
TE AML P & 45 98 45 4F JHY; 1 microRNA-98-5p
(miR-98-5p) 7E NSCLC 1 K ik, H nl 58 # Hl
NSCLC 4 i 1) 34 58 Ko e %, HLA] BB J2& R J7 NSCLC
Y AE S FR® . H IncRNA LINC00265 75 NSCLC 2 %
H Y 63K ) 55 miR-98-5p . Tl 5 1Y 26 & i A iRE .
A BF 5% 8 & W NSCLC M %% IncRNA
LINC00265 . miR-98-5p A1 Xf ik &, 43 #7 H 4 1)
M e 5 WG SR, LA NSCLC 1 B IA 4
e =

1 ARSI

Il A< % 43k

PEHL 2016 4F 1 H—2017 4F 12 A e & i AR
B2 B A7 AR A R VI BR AR 19 [ & 14 NSCLC 8 97 1l /E
NWFFER S Hodh, BHEse ], Lotk41 ;AR
45 ~72 %, F1(59.03+1027) % ; Fih< 60 %

1.1

356, >60% 6261 WL 52 61, WRELLE A
Fax% 45 05 BIE<3 em 4341, BPSE>3 em 54415
PRI T304, 1. M 6741, i 40 5], %
A3 0], HAbRGERIS A 14 ] Rk 41 ], b
w56 495 Flin IR 89 4, B 42 fili U] 5k 8 i
AW IE 46 B B B2 A AR PR 23 B S e, T A 2
G RFIEEFE AR E .
1.2 MANSHEBRIRE
121 ZAntrE OFfFE NSCLC S WibnifE, 290
FE2ER12 0 NSCLCY s QAR TR T 4 o
122 Hreirfe OWKREBRATE; Q/IF™
FAERSBR . AR, O TF R RIE,
1.3 FERXFIRINEE

FIFH Trizol i3] (SBJ-L0055 , 74 5% 7% U4 A= ¥y Rk
HARAE ), miRNA £ B0 & (R6842-02, Ik 3¢
AR B A BR A H ), First Strand ¢DNA
Synthesis Kit (TER016-1, Jb 50 5 [ B B AW HE AR A
[ S /NI DI
(218060, 2 [# Thermo Fisher 2 7 ) , TaqMan"
Universal Master Mix (4444558 , | 4% &5 4= W B 45 A
BT, S2id5¢ 6 i A Wik 21 (quantitative
real-time polymerase chain reaction, qRT-PCR) {%
(StepOne ™, ZE[E ABI /A ] ) o
1.4 FFERIE

W4 NSCLC 8 35 AR i U B 14 98 20 b5 A= Fl
SR AR A (FEAR AL 2153 em) , BT A
AT 24 WG B 2 -T0°CE TRART

miScript Reverse Transcription Kit
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SR, 45 kNI RE 22 UK A R ST RNA LINCO0265 . microRNA-98—5p i35 M HLlf PR X

1.5 qRT-PCR # il 22 41 IncRNA LINC00265.
miR-98-5p tHXf RiL =

fE R RAE AL ZUbR A, FI A Trizol 3] /miRNA $2
B ) & il 2 2 RNA,  First Strand ¢DNA Synthesis
Kit/miScript Reverse Transcription Kit A% cDNA, F
H TaqMan® Universal Master Mix N qRT-PCR ¥ X}
cDNA HEATY 48 . Kl o RN S . 94°C T AR M
4 min; 93°CAEE15s, 64°CIBA30s, HHit40ME
£ . IncRNA LINC00265. miR-98-5p 43 Jl LI
GAPDH. U6 N Z, 5l sl L3R 1. KA 2™
% it & IncRNA LINC00265. miR-98-5p #H Xt #

R,

%1 qRT-PCR3|#1F 7%l
A Bkl £ /bp
IncRNA 1EM: 5'-GGAAGAGAGACTGACTGGGC-3'
LINC00265 J2[f]: 5'-GTTTCGCTGTCACCCCTCTG-3’

1EM: 5'-TGTACGTGGACATCCGCAAAG-3'
GAPDH 21
S : 5'-CTGGAAGGTGGACAGCGAGG-3'

1EM: 5'~AGGATTCTGCTCATGCCAG-3'
miR-98-5p
Sz : 5'~-TGAATATGCCACACACCAG-3’

1EM: 5'-CTCGCTTCGGCAGCACA-3'

ve
JZ: 5'~AACGCTTCACGAATTTGCGT-3'

1.6 &#1E RZFHHEHA IncRNA LINC00265 5
miR-98-5p KX &

FIHADE B 2= M55 (http: //starbase.sysu.edu.
cn/agoClipRNA. php? source=IncRNA&flag=target&clade=
mammal&genome=human&assembly=hg19&miRNA=all&
clipNum=1&deNum=0&panNum=0&target=LINC00265 )
%} IncRNA LINC00265 5 miR-98-5p ) & 7 47 Hill
AT
1.7 BEifs

X 97 il NSCLC SR # ATV, LAFARSH b
BEDT R S, /T2 o F R 7 50, 2020 4F
12 H 31 Hall @ F LT oM BEDT 2 0, sk BEHE ARG
BN, B ARG B A B A (overall survival, 0S) |
ToI 2B 47 (disease—free survival, DFS) .

1.8 SitEHE

B 23 M R I SPSS 25.0 Ge T i . T RERE
DAL + bR 22 (x £ ) 2R, BT e K505 114K
BRI (%) 2R, B K% AR SCE 2 A H

Pearson % ; Kaplan—Meier 72222 il A2 A7 Hh £k, 520
Z 53 HTH Cox [MTABIRL . P <0.05 2 22 574 Ge it

2 #R
2.1 EBEIEFHASEHZLIncRNA LINC00265.

miR-98-5p 1HX} FTiX E L

NSCLC 8 % 9 55 1F % 41 41 5 9 241 21 IncRNA
LINC00265 . miR-98-5p #HXf £ ik L, &tk
B, 2R A5 EE X (P <005, JwdHH
IncRNA LINC00265 #H X} 2 ik & & F 5 55 1E % 4l
21, miR-98-5p FH X & ik & Ik T 98 55 1E % 41 41,
W2,

*R2 EBEIEEHRSEAL IncRNA LINC00265.

mMiR-98-5p X RIXEBILE (n=97, x+5)
205 IncRNA LINC00265 miR-98-5p
T A 1.05£0.35 1.03 +0.34
FEdIZ 1.86 £ 0.62 0.50 +0.17
t{H 11.205 13.732
P1H 0.000 0.000

2.2 & H 2 IncRNA LINC00265. miR-98-5p &
157K F5NSCLC BE I RRIBIFMEX R

LA IncRNA LINC00265 #H X} 3% ik &t °F- ¥4 i 1.86
RFER o AR R IA (47 ) R FRak A (50491 .
Ph miR-98-5p AH X} ik &t V- {5 0.50 A AR, 43N
R 3k (49 1)) v 3k (3T (48 ) o ARl
AR . MR RN R FAR AR E R
Z1HY IncRNA LINC00265 1 miR-98-5p 3 ik 7K - Lt
B, &K, Z2REHEIT5EX(P>0.05); i
AT LG5 . A R DR 43 491 FUIR 2 Ak 28 3 98
ZH 41 () IncRNA LINC00265 Fll miR-98-5p 3¢ i5 7K F- Lt
B, ZRAGITFEL(P<0.05). WLE3.
2.3 A48 IncRNA LINC00265 5 miR-98-5p 4
GEPS

Pearson ¥ 45 £ g 78, NSCLC H & & 4 &
IncRNA LINC00265 5 miR-98-5p & i AH ¢ (r=-0.580,
P =0.000) ( WL 1), EWEE %50 BxR,
IncRNA LINC00265 5 miR-98-5p 17 7 %1 [i1] 4% 4 fif
A, PIE T REAETER R C R (ILEI2) .
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rh E AR R A 531 %
R3 AEIGEFKFEHEE £ IncRNA LINC00265.miR-98-5p FRik/K EEL R 1l
—— IncRNA LINC00265 " . miR—98-5p o P
. . wEE  mEs 1Ak ‘R X
5]
5 56 28 28 29 27
0.127 0.722 0.086 0.770
e 41 19 22 20 21
AR
< 60% 35 15 20 16 19
0.687 0.407 0.505 0.477
> 60 % 62 32 30 33 29
IR ZE5ERS
el 52 13 39 41 11
24.686 0.000 35.990 0.000
c 45 34 11 8 37
JifrIEE A /N
<3em 43 22 21 19 24
0.227 0.634 1.238 0.266
>3em 54 25 29 30 24
I R 43401
I 30 22 8 5 25
10.764 0.001 19.907 0.000
.1 67 25 42 44 23
biopE (i
] 40 19 21 23 17
95 43 21 22 0.031 0.985 20 23 1385 0.500
HAh 14 7 7 6 8
TR
xte 41 6 35 33 8
32.522 0.000 25.522 0.000
NN 56 41 15 16 40
FARI K
PR 89 44 45 45 44
0.419 0.518 0.001 0.976
LRI ES TRPl oS 8 3 5 4 4
oo 2.4 1% B 28 IncRNA LINC00265. miR-98-5p &
: . EKEESNSCLC BEWEHXZ
2 080 97 il NSCLC b7 36 1 F , Hori 47 5241
® 060 T A A7 49 1. Kaplan-Meier 128 IR 228, 45
>
z HL R, NSCLC 2% IncRNA LINC00265 15 3 1k 5 %
w040
% 0S 425441 H (95% C1:22.45,28.43), DFS}22.88
|
E 0.20 H(95% CI:19.81,25.95); IncRNA LINC00265 {315
0.00 . . . . B 0S 831.62 7 H (95% C1:29.22,34.01), DFS A
000  1.00 2.00 3.00 4.00 31.17 1 H (95% C1:28.66,33.68) . IncRNA LINC00265
Bl1 NSCLC #2& 44 IncRNA LINC00265 5 BRI SRERBREND AR, TR EARILE,

miR-98-5p RIHE 1%

K, 2R A G F R L (x’=14.750 F117.552,
P=0.000), IncRNA LINCO0265 & 31k 3 M A7 5%
ToIRHAFR AL, K3, 4,
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SR, 45 kNI RE 22 UK A R ST RNA LINCO0265 . microRNA-98—5p i35 M HLlf PR X

hsa- ENSG00000186185 |LINCO0265 fincRNA

miR-98-5p

2

miR-98-5p i F ik i 0S K 31.27 1 H (95% (1.
2891, 33.64) , DFS & 30.56 1~ A (95% CI: 28.07,
33.06) ; miR-98-5p Ik & ik & & 0S 4 25.65 1~ H
(95% CI:22.57,28.73) , DFS 24 23.01 4~ A (95% CI .
20.11,26.51) . miR-98-5p i FK ik 5K K LB EH W
SRR TRAEARILER, ZR AT E X (=
11.017 F111.205, %) P =0.001), miR-98-5p fi %1k

100 F—— IncRNA LINC00265
ey, B=Srivi]
80
N
60
N .
eyl
40 1000 T
12,00 =+
50 L 7 1O0-KSIE  IneRNA LINC00265
“+ 2.00-KE 55 [oESS Uil
0 1 1 1 1
0.00  10.00 20.00 30.00  40.00
SRyiny ]
B3 NSCLC £&EJEHZ IncRNA LINC00265 FKirk TS
OSHX &
100 IncRNA LINC00265
rrrrrrrr Sl
80 |
§ ----- +
60 F
Ik
f}g 40 L =100 T
= - 2.00 I
- 1LO0-KE S
20 L M IneRNA LINC00265
0 1 1 1 1
0.00  10.00 20.00 30.00  40.00
Bt IA] H
B4 NSCLC £EJEHZ IncRNA LINC00265 FKirkFS
DFSHIx &

2.5 NSCLC 2&EWMEREZEM
PR Cox MIH A3 45 3 Bon ik &5 5 5
[HR=2.348(95% CI: 1.496,3.685)].Ifi /- [HR=2.473

chr7:39831427-39831448[+]

Target: 5' uumaggeccanaccCUACCUCa 3'

Bmer 8 0
I

miRNA : 3' unguoauguugaanGAUGGAGn 5'

IncRNA LINC00265 5 miR-98-5p 4R [a &5 & il &

100
o h T
S
5 6
S
;ﬁg 40 L~ 1.00
- 2.00 miR-98-5p k3 k41
20 L t 1.00—’{'&5]”[5
—+ 2.00-K: 55
0 1 1 1 ]
0.00  10.00 2000  30.00  40.00
Btz st IR]/ A
5 NSCLC &&EALA miR-98-5p Fik/kEE5OSHIXR
100
80
S
£ 60
It
i ~71.00 L‘_\_H‘—u
y 40 L
%S 12,00
- LOO-KEHIE  miR-98-5p k41
20+ L2 00-KeslE
0 1 1 1 1
0.00  10.00 2000  30.00  40.00
Fiti 5 st a1/ A
6 NSCLC 2:&E4H 4 miR-98-5p Fix7/KE 5 DFSH

(95% CI:1.554,3.935)] .IncRNA LINC00265 [HR=2.831
(95% CI:1.655,4.844) )& NSCLC i E LT HIERE N &
(P <0.05) ; i 43 AL B2 J& [HR=0.697 (95% CI: 0.570,
0.853)].miR-98-5p [HR=0.570(95% CI:0.468,0.695)]
S NSCLC B EFFET- IR R (P<0.05), WLik4.

Z [ 3 Cox [ IH 43 BT 45 2R 7w |, bk B 45 5% %
[HR=2.152(95% CI.1.431,3.235)].If5 MU HR=2.136
(95% Cl:1.429,3.192)].IncRNA LINCO0265[HR=2.533
(95% CI:1.552,4.135)]/% NSCLC 5 & FE T 1)t 37 16
B 4 2 (P <0.05) ; 1iii miR-98-5p[HR=0.618 (95% CI :
0.506, 0.755) ] /& NSCLC £ # 38 1= i il 57 S 37 [ 3%
(P<0.05), W35,
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F4 RINSCLC 2EFEREE R Cox BIASHSH
. 95% CI
H A& HR P
R BR

WRELZE 78 2.348 1.496 3.685 0.000
Il R 3441 2.473 1.554 3.935 0.000
IR 0.697 0.570 0.853 0.000
IncRNA LINC00265 2.831 1.655 4.844 0.000
miR-98-5p 0.570 0.468 0.695 0.000
*5 ®MINSCLC 2EWEHZEE Cox BIASITSE

sk Hii Pl Pl

TR HRR

N REST 5 2.152 1.431 3.235 0.000
Il PR 43481 2.136 1.429 3.192 0.000
SRR 0.895 0.723 1.108 0.309
IncRNA LINC00265  2.533 1.552 4.135 0.000
miR-98-5p 0.618 0.506 0.755 0.000
3 itit

NSCLC f& & F R H B0 T~ 2R 45 15 1 WP WG R 46 i
., BT, FARIVERITNSCLCH EEFB, H
HF AR RARER &SR R, BE UG8
20 P, S48 5 NSCLC R A, H Al
BE WG bR, X BT, B3 NSCLC /3
AAFIROCA B R o

IncRNA J& — R K HE AR 4 % RNA,  H 7] i 4% 48
RE RN . PRI . RN . AW, MMEK
B MG EEAE T A A R, SRR
FEVEMG BN | M A5 % U AH OGO A R,
IncRNA GABPBI-IT1 £ NSCLC H1 35 F i, H AT fE
JEIRIT NSCLC By #0 5 KOTAl #S ks & ™5 5
Ah, IncRNA GASS £ NSCLC it ik, HAT RN
12if . VPl NSCLC Bl 5 A e bt DL B AFgE 3R
B, NSCLC ¥ B AR AL 1] BB 5 IncRNA SR8 R A XK.
B WL, IncRNA LINC00265 1E A IncRNA i 5t
Z—, TEHHWpE R RE TG, Ho] e o 6 45
AXRIENMRL, RELSEHBENEE. &
JEI4 . AL IneRNA LINC00265 75 AML H 32 5 86 M
3% h FR ik, FL AT BESE i 98 5 A OC A o g
MR 5 AML 40 i 36 58 . =28, B A 12 WAL
AML & # M J5 09 3 72 I E™ DL EsFse R I,

IncRNA LINC00265 ] fig 7 2 Fli Jih 98 v & 45 412 98 1
o A WF 5% b NSCLC & # J8 41 41 IncRNA
LINC00265 A% 32 1k i = T 55 IE W 4140, 5 A
AML i ¥ —3" H NSCLC & % 9 21 21 IncRNA
LINC00265 ik K -5k L4556 8 . G IR0 . 4>
LA 55, 7R IncRNA LINC00265 5 NSCLC
I PR BEARAEAH G, AT REXT NSCLC 1) & 2
KRR SEER, #ED IncRNA LINC00265 I fit 18
Ul S EEEy P SE ST B e B SY R = S (18§
NSCLC 40 i35 . it#, Mk, Mg
i) NSCLC Wy & A= . & J, HEBARPLH A FFIRA
5%

miRNA JE LR — 284 i /N RNA 20 7, ol
R AERKER . MEAR, A, W
M. k. T W, SH5RERE, NS
555 FU" ) AU kKB, miR-98-5p 1E
miRNA ZJE)— 01, HAH 456 a1, 3-TEH
B B Wl 0 1 0 ) NSCLC 2E B 541, miR-98-5p
FE NSCLC Hr 3k FEAR, 0T 58 2 52 ma {5 5 % &
i BRFEMZE NSCLC i &4 . KRR R FEER™. L
EWFSEUESE, miR-98-5p A REAE Ry 40 0 K 7, AE
NSCLC %5 28 b #2 vh A M AE I o A 0F5E B
NSCLC H 3 9 21 21 miR-98-5p % 3¢ 35 Ik T8 5%
IEHHL, 5JIANG R LR —5, HiEas
miR-98-5p A /K ¥ 5 NSCLC B H Mk L L5 56 % | I
RGP . AR EE A OC, #2758 miR-98-5p Al iE S
JF52 0 NSCLC i B ARk, N miR-98-5P AJ g 1o
25 GA CEE, MWHCESERS, N
55845 NSCLC # Ji& ,  H BEARAE ALK 75 2 — 46
i

WAL, EWEB2= T 7R . miR-98-5p 7 fig
7 IncRNA LINC00265 (1) # 3& [, H A #F 5%
NSCLC 2 % ¥ 41 21 IncRNA LINC00265 3 i5 7K % 5
miR-98-5p T A5, /R IncRNA LINC00265 1] fig
5 miR-98-5p #8 ] 45 45, [A] 45 NSCLC 19 & 4
K&, HIHHLEAREIRATFIUEL . ARAFFTL R
78, IncRNA LINC00265 /5 %3k . miR-98-5p fik &
KB 36 1 H OS AR, #2758 IncRNA LINC00265
miR-98-5p 5 NSCLC /& & Fl 5 AHOC, W& A B Hh
WAL NSCLC 8 & BilJs 4 Bh e 45 o i — LR R A
B, WL . K5 . IncRNA LINC00265
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416 40 R, 25 A/ N MU 2 2R S5 E T RNA LINC00265 . microRNA-98-5p Ay iA K Hlfs R X
B NSCLC R HE MG T- s fa e N £, novel prognostic biomarker in non-small cell lung cancer[J]. J

miR-98-5p JE 5 i NSCLC & 3% W5 FE.1T- A8 il 57 AR 4
R, $milm R s . kg kA% .
IncRNA LINC00265 335 7K F- FF i . miR-98-5p ik
m%%%@%%mNmm%%ﬁixaﬁE%m

, S E il 414 IncRNA LINC00265 . miR-98-5p
m%%ﬁ%ﬁ%?&ﬁwm\ﬁﬁN%mM%
s .

i Ik, NSCLC f # # 41 21 IncRNA
LINC00265 £k [, miR-98-5p #ik N, Wi
B, WATRETE NSCLC &4 . Kk —
YERT, H.P 3 AR PE Al NSCLC J8 34 5 A AR ik
Yo ABtSEAETERE DT AR, HEARRD, HOR
R AR ST IncRNA LINC00265 . miR-98-5p 7£ NSCLC

VERMLE, RN E—L28 REEAR R, 2K
Fifi 15 s 1] %A%mﬁ%,%%ﬁﬁﬁN%m%
A5 B S5 B I AR

2 £ X #k
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P v 9 3R TR KPR LI PR 7 . AR A 06 PR AR 2k, 2020,
43(2): 142-146.

DUMA N, SANTANA-DAVILA R, MOLINA J R. Non-small cell
lung cancer: epidemiology, screening, diagnosis, and treatment[J].
Mayo Clin Proc, 2019, 94(8): 1623-1640.

WANG X, YIN H, ZHANG L L, et al. The construction and
analysis of the aberrant IncRNA-miRNA-mRNA network in non-
small cell lung cancer[J]. J Thorac Dis, 2019, 11(5): 1772-1778.

LI S H, CUI Z G, ZHAO Y X, et al. Candidate IncRNA-

[1]

[2]

[3]

[4]
microRNA-mRNA networks in predicting non-small cell lung
cancer and related prognosis analysis[J]. J Cancer Res Clin Oncol,
2020, 146(4): 883-896.

ZHANG F, LI Q W, ZHU K, et al. IncRNA LINC00265/miR-485-
Sp/IRF2-mediated autophagy

[5]
suppresses apoptosis in acute
myeloid leukemia cells[J]. Am J Transl Res, 2020, 12(6): 2451-
2462.

JIANG F, YU Q H, CHU Y, et al. MicroRNA-98-5p inhibits
proliferation and metastasis in non-small cell lung cancer by
targeting TGFBR1[J]. Int J Oncol, 2019, 54(1): 128-138.

ETTINGER D S, AKERLEY W, BORGHAEI H, et al. Non-small

[6]

[71
cell lung cancer, version 2.2013.[J]. J Natl Compr Canc Netw,
2013, 11(6): 645-653.

PR, Sk AR, TR, 25 . TRIMSO 7/ IN AT I A 5k
KHEWG R[] P E 2L, 2020, 23(1): 21-28.
LIUHY, LU S R, GUO Z H, et al. IncRNA SLC16A1-AS1 as a

[8]

[9]

47

Investig Med, 2020, 68(1): 52-59.

[10] LIU S, LIU M, DONG L X. The clinical value of IncRNA
MALAT1 and its targets miR-125b, miR-133, miR-146a, and
miR-203 for predicting disease progression in chronic
obstructive pulmonary disease patients[J]. J Clin Lab Anal, 2020,
34(9): 23410-23417.

[11] LI S X, CUI Z G, ZHAO Y X, et al. Candidate IncRNA-

microRNA-mRNA networks in predicting non-small cell lung

cancer and related prognosis analysis[J]. J Cancer Res Clin

Oncol, 2020, 146(4): 883-896.

XIE J J, XIE G J, CHEN Q H, et al. Identification of a novel

IncRNA GABPBI-IT1 that is downregulated and predicts a poor

[12]

prognosis in non-small cell lung cancer[J]. Oncol Lett, 2019,
18(1): 838-845.

KAMEL L M, ATEF D M, MACKAWY A M H, et al
Circulating long non-coding RNA GAS5 and SOX20T as

[13]

potential biomarkers for diagnosis and prognosis of non-small
cell lung cancer[J]. Biotechnol Appl Biochem, 2019, 66(4):
634-642.
[14] ZHU Y H, GU L, LIN X, et al. LINC00265 promotes colorectal
tumorigenesis via ZMIZ2 and USP7-mediated stabilization of
beta-catenin[J]. Cell Death Differ, 2020, 27(4): 1316-1327.
MA L, KUAI W X, SUN X Z, et al. Long noncoding RNA

LINCO00265 predicts the prognosis of acute myeloid leukemia

[15]

patients and functions as a promoter by activating PI3K-Akt
pathway[J]. Eur Rev Med Pharmacol Sci, 2018, 22(22): 7867-
7876.

CHEN B, GAO T S, YUAN W W, et al. Prognostic value of
survival of microRNAs signatures in non-small cell lung
cancer[J]. J Cancer, 2019, 10(23): 5793-5804.

YANG X, ZHANG Q H, ZHANG M, et al. Serum microRNA

[16]

[17]
signature is capable of early diagnosis for non-small cell lung
cancer[J]. Int J Biol Sci, 2019, 15(8): 1712-1722.

[18] KE S B, QIU H, CHEN J M, et al. ALG3 contributes to the

malignancy of non-small cell lung cancer and is negatively

regulated by miR-98-5p[J]. Pathol Res Pract, 2020, 216(3):

152761-152767.

WU F M, MO Q, WAN X L, et al. NEAT1/hsa-mir-98-5p/

MAPK6 axis is lung cancer

development[J]. J Cell Biochem, 2019, 120(3): 2836-2846.

(FEFST Yif)

[19]

involved in non-small-cell

AR5 A KWL, gL, ek B, &5 . AR/ Nl E’séﬁﬂjt&&
ﬂkﬁﬁ% RNA LINC00265 . microRNA-98-5p i 2 ik K Hilifi &

SCLY. R E B EE AR, 2021, 31(16): 41-47.
Cite this article as: ZHANG F, LIU W, LONG Y G, et al
Expression and clinical significance of IncRNA LINC00265 and
microRNA-98-5p in non-small cell lung cancer tissues[J]. China
Journal of Modern Medicine, 2021, 31(16): 41-47.



