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HWE . BH W LRI EE(EOC) 2828 F microRNA-375 (miR—375). erb—b2 M4 FBL igt 5 2
(ERBB2) #5£AR 56 RmBAFIEATG 0K o Tk 2015510 A—2017F10 A LiE3B K FHEF
NAREREE ) 1344 EOC B 09 A A T4, KA £ RHAZZPCR(qQRT-PCR) A miR —375 f2 ERBB2
A EOCHULBE ISR FEFUB T HELA, FoMAH MR LEERREFIEFRTEH LR, ER EOC
2028 % miR —375 mRINA A5 £k T4 F 20 2K (P <0.05) , 1 ERBB2 mRNA s £ ik T8/ FH 25 (P <
0.05), EOC L2 P miR—375 mRNA #= ERBB2 mRNA #8544 % ik &M &L #4F FIGO M7 @ £ F A %
HFEEL(P<0.05), EOCHLF miR—3758 &% 5 ERBB2# & ik £ fiA8%£ (P <0.05), miR—-375KK A3
YA BRI AP <0.05) . ERBB2 & &AM 34 % A A R EARE K AK( P <0.05) . Cox A5 R
T, BEANGFIGO S, AMELEHMS . miR-37510EX AR ERBB2 &4k £ %0 EOC &4 UG o9 1k 5 e
HZE(P <0.05), &1t EOCHL T miR—-375 248k M ERBB2 2541k, A2 04k, B35 FIGO»H
BAEEHBA X, R R AL TUE £ AR LA R0 AL,

K . ERHEIPERE ; microRNA—375 ; erb—b2 LIRS R BRI HE2 ; TR)E

hESYES . R737.31 ARG . A

Expression of miR-375 and ERBB?2 in epithelial ovarian cancer and
their relationship with clinicopathological parameters and
prognosis*

Yang Liu', Miao Xiong', Li-dong Zhao®
(1. Department of Obstetrics and Gynecology, 2. Department of Emergency, The Sixth People's Hospital
Affiliated to Shanghai Jiaotong University, Shanghai 201306, China)

Abstract: Objective To investigate the expression of miR-375 and erb-b2 receptor tyrosine kinase 2
(ERBB2) in epithelial ovarian cancer (EOC) and their relationship with clinicopathological parameters and
prognosis. Methods The basic data of 134 EOC patients admitted to The Sixth People's Hospital Affiliated to
Shanghai Jiaotong from October 2015 to October 2017 were selected. The expression of miR-375 and ERBB2 in
EOC tissues and adjacent normal tissues was determined by real-time quantitative PCR (qRT-PCR), and the
relationship between the two index and their clinicopathological features and prognosis was analyzed. Results The
expression of miR-375 in EOC tissues was lower than that in adjacent tissues, while the expression of ERBB2 was
higher than that in adjacent tissues (all P < 0.05). Both miR-375 and ERBB2 expression were related with FIGO
stage and lymph node metastasis (all P <0.05). The expression level of miR-375 in EOC tissues was negatively
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correlated with the expression level of ERBB2 (P < 0.05). The 3-year overall survival rate of low miR-375

expression group were lower than those of high expression group (P < 0.05). The 3-year overall survival rate of high

ERBB2 expression group were lower than those of low expression group (P < 0.05). Cox regression analysis showed

that high-level FIGO stage, lymph node metastasis, low miR-375 expression, and high ERBB2 expression were

independent risk factors for the prognosis of EOC patients (all P < 0.05). Conclusions The expression of miR-375

is low and ERBB2 is high in EOC. There is a negative correlation between them, and both of them are related to

FIGO stage and lymph node metastasis, which have important clinical value in evaluating disease progression and

survival rate.
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WA RAE A R GG IR TP AL R S 3 6L, LR T T
B U A E AR, (HIR SR AN RS LA, X
2 B A A R R B R o B 2R R
R, Hidp DL B2 B 55 9 (epithelial ovarian cancer,
EOC) e # UL, 215 90%2 . EOC -5 111 7 2 B -
AN, WHZWEEGE, B2 ZEEBE T
B ORI BRSO AR R R, X R U AR
ARFIEW . Fik, HAKT EOC &L 03 42 2T
Ay HEF S 4R T35 97 HE S A S . microRNA J2
RNA 4 g I 20 A i T 1Ak #865 B A G
5 RNA, K222 3L, XSRS . gL @ il
IR FE PR A B e A ad R EL A O 4 1R AV
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P RESEAA T, R B PR 2 S
IR, WFIE R I, 7 R 414U, miR-375 fig
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L F NG ik 17q12, B % 0 1R I 1 1R
ERBB2AE N —Fh a2, BEAS g A5 225 65 1 2 R 1k
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e B &2 E Y. B AT, miR-375
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e L 23— 3 g (PI3K)/22 & R 34 B (Ake) 15 5 3
B R, AR B AEAR R EOC 421 miR-375 .
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1.1 —H&ER
W 4E 2015 4F 10 H—2017 4F 10 A 11632 38 e 2F

B I 25 7S N RS B2 B WAOIA 9 134 1) EOC 82 3 LR Wk}
FHBRA . AR TE . OFFE(FIGO 2015 1A%
&) EOC 2 Wb i, HOR J5 0 BRAIE 52 R
EOC; QEOC & M — MR ¢4, eI il &4
WHEE, HARUEE B $2 32 Bl 17 5 QREAE JC O &
TEHFARL AT . HERRbRE: O&IFF&
WS ALRE . B R FE USSR 2 R0 R LG 1E %
JUE R AR A QG I H A T R
H S g L) s QBN DL 2E T AN BE it 52
FARIGITH; @F. Bomekieed; @ E R
JEDIRRBRIAE o RIS T2 E A 1 0 &
HOEAT3AEREV, BRI R A PR T B BE T 4G
1.2 FHik

K FH S B 292 O i it G % S (qRT-PCR)
il miR-375 F ERBB2 i ik . FARYIERfE, SR
FAE EOC 41 28 KA N 1) i 55 40 21 (HE R 31 2% 5 em
) B TWRA TR, RIEHE-80CIUKFR R
FRAH LA I100 mg, F oK L0018, A 1 ml
Trizol 7] (Invitrogen 23 7] ) #2 U RNA . K 10 g &
RNA jifi i One Step PrimeScript ¢DNA Synthesis Kit (X
R YA R ) 5 5k cDNA L, it H SYBR
PrimeSeript™ RT-PCR Kit i 71 & (Ki%E 5 A=A BRA
) % A Il miR-375 M ERBB2 A ik, PCR WA
% :SYBR PrimeScript™ RT-PCR5 wl, iE 16159 0.4 ul,
FLIE51470.4 pl, cDNA Template 1.0 pl K dH,0 3.2 ul,
Hit10 Wl 5] :miR-375 1F[] 5'-GTGCAGGGTCC
GAGGT-3', JZ [l 5'-AGCCGTTTGTTCGTTCGGCT-3';
N ZHE K U6 1F 7] 5'-CTCGCTTCGGCAGCACA-3', J
1] 5'~AACGCTTCACGAATTTGCGT-3'; ERBB2 1E [i1] 5'—
CCAGCCTTCGACAACCTCTATT-3', JZ [i1] 5'-TGCCGTA
GGTGTCCCTTTG-3"; W& K GAPDH IE [n] 5'-ACAA
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CTTTGGTATCGTGGAAGG-3', JZ [1] 5'-GCCATCACGC
CACAGTTTC-3'. miR-375 il ERBB2 fiY PCR JZ Jif 4%
. 95°C FiAE 1 30 s, 95°C A 1 5 s, 55°C iR k 30 s,
T2°CHEAH 30 s, 2L 40 NFIN D HEAR R EINE
fLo 1AL 5ok PR TE R A R A R G . il
IE AR Ct B 1155 miR-375 Fil ERBB2 mRNA A%} ik
i, G R LLACHE R R A XS T U6 3 GAPDH (1) LU AH
Ry 2788 L HTACE=CE g gy —CU gy s 0
1.3 HIHEFE

BOHE 53 B 2R FH SPSS 23.0 G it Sk . i BE R
IR = e 25 (xxs) Fom, HARHIT 20 Mok
R 5 AHIC 5 Mt FH Pearson 35 o TS 52 10 R R 1)
3T 2 R Cox 1845 Al A A AY 3 Kaplan—Meier %
AL, A Log—rank K36 P <0.05 K
ZRAGI ¥R L.

2 R

2.1 74 miR-375 mRNAF1 ERBB2 mRNA#8 XF
RIEEN LK

EOC 20 41 ¥ miR-375 mRNA #f %} 3¢ ik & Ky
(0.730.21) , #9557 1E % 4121 (1.49 £ 0.45) % (¢ =
6.818, P =0.000) ; ifif ERBB2 mRNA AHX A1 (1.97 +
0.56) ¥ 5 55 1E 4 41 21(1.03 £0.32) 5 (1 =17.128, P =
0.000) .
2.2 EOC 4 #H f1 miR-375 mRNA #1 ERBB2
MRNA N RIZES IR KREFERH X R

N TR B 45 7 B R FIGO 433 B 3% EOC 2 41
miR-375 mRNA 1 ERBB2 mRNA #H X%} 2 ik & L #¢
ZRAGI R L (P<0.05), MANFEER . PRk
AN AR B R BRSO EOC 41 41 miR-375
mRNA F1 ERBB2 mRNA X Rk b, , ZRT45
AR (P>0.05), W1,

F1 FEIGKFESEE miR-375 mRNAF1ERBB2 mRNAMBX RIZEHLLE (x+s)
I R BARAE n miR-375 mRNA t/F {H P ERBB2 mRNA t/F 1 P&
AR
>60% 73 0.71£0.15 1.99 + 0.62
1.246 0.216 0.341 0.734
<60% 61 0.75+0.21 1.95+0.74
JIEER NN
>3cm 100 0.71+0.22 1.98 +0.57
1.251 0.218 0.360 0.720
<3ecm 34 0.79 £ 0.35 1.94+0.53
SRR
mar e 50 0.77 +0.21 1.93 +0.47
hrfk 71 0.71+0.27 1.071 0.346 1.99 £0.52 0.249 0.780
(xte 13 0.69 + 0.23 2.01 +0.59
i NRER TS
H 10 0.25+0.11 2.59+0.81
11.525 0.000 2.770 0.006
o 124 0.77 £ 0.32 1.92+0.73
S B
IR 53 0.69 +0.21 1.95£0.52
IR 69 0.76 + 0.20 1.778 0.173 1.99 +0.42 0.138 0.871
Al 12 0.73+0.19 1.94 +0.45
FIGO 4348
.1 122 0.78 +0.31 1.90 + 0.59
14.904 0.000 4.394 0.000
. v 12 0.21 +0.09 2.68 +0.55
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FIESER

LI EOC ZH 41/ miR-375 mRNA A1 X 22 3k 7 i o
L% 0.73 M FE, s hm Rkl 7101, REREH
631, AR UL 34 B AATF R K 77.46% (55/71)
TR IR Y 3 4 B A A7 0 53.97% (34/63) , P4
AR, 2R A6 50T 2# 32 L (*=4.001, P =
0.045) , miR-375 ik & 1k 4 14 3 4F B 17 R i &
KA. P EOC 44U ERBB2 mRNA A X} 2 ik &
(4 S B8 1.97 S Il B, 53 o s Ak 4 69 i), Ik 3%
IR 65 B, = F kY 3 4E AR AR N 53.62%(37/
69) , I FRIBL M 3 4F B A7 3R 80.00% (52/65)
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E2 A [EmiR-375F1ERBB2&®iAR EOC EEMEFHZLE

25 EOCEEWEMEMEE

ST Cox U AU [FTJHARAY DL EOC BB Tl 5 1
BN PRAS E, WRE =501, 0="EA47, =7, L
FIGO 7+ 4] . k455 %2 . miR-375. ERBB2 K H 2%
o PIA RS IR, DI A AR B
AR, B o y,=0.10, «o,,=0.05, FEIFZERER,

B 9% W (Y FIGO 4% 11 [ H R=1.844 (95% CI: 1.136,
2.993)]. 45 ik [ 4% % B [ H R=2.065 (95% CI: 1.133,
3.761)]. miR-375 {£ #i5[HR=2.162(95% CI: 1.051
4.447) 11 % ERBB2 5 %35 [HR=2.246(95% CI: 1.428,
3.532) /& F4 I EOC 35 FG A a2 (P <0.05) o
W2,

F2 EOCEEWMEHMEZRE CoxiZH mFER S

bk (34 b s Wadye Pl Hi s
TR RR
FIGO 434 1= Vi#; 0=1 . 1139 0.612 0.247 6.139 0.013 1.844 1.136 2.993
SR 1=4; 0=t 0.725 0.306 5.613 0.018 2.065 1.133 3.761
miR-375 1=<0.73; 0=>0.73 0.771 0.368 4.389 0.036 2.162 1.051 4.447
ERBB2 1=>1.97; 0=<1.97 0.809 0.231 12.265 0.000 2.246 1.428 3.532
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EOC 2 f H LAY UP B9 2870 R IR T 0P L1211
AR b Bz 7E — 8 25 T REAS 734k A 25 Bl i ) 1
B, BRI i 22 Fh 41 21 2 780 IR e LA 50 o 1) S T
PR IR B 2 A e R e T FLRE AR B 1 O S
S 19 24 24 7, PR BR ELIE SE T A BB 29 15 T
T T T H A s, D 5 SO0 SR Y
BRGREBAE FTHES . EOC LA MPLHI 2 2 2 FE,
F R ZFL A Z AL IR UM FIVE P45 5, 4 M) i 15
S AN 5 R T 0% R A R 2 S R S
EOC (i Ak i F v #EAE IM. HET, IE CA125
SR EOC H F 0 I35 $6 A, SR 10— L6 B 55 [ P05
A5 SRR M A AR , W CA125 s T,
ARSI AR L, 25 5 1 it BEE 2 . FARYIBR
& HETRE A5G @ EOC MY ME—J7 3% H il T EOC 7~ A4
MINE K & KA A, Pt , EOC A2 2 35, i
FFET RS N . SR E A2 B PR 41 2% K AW 4y
TR H AR U ) P ST, E PP A G i T AR
JE i Bl W sl 2 A5 I DR S i b B A EE B
S BEAEWFSE 22 A1 DNA 42 U1K | LneRNA K
DNA H AV S5 REAS 2 5 IR s 20 e o3 24504k, H L
A i 98 A R B AR D, B0 T H A0 B R AR Y
SRS

miRNA JUEANRE w8 0, (HAB IS (DT
WRAZ AW 505 18 RNA Y 3'-UTR 4 [ 25 &, {45 fd
RNA N AB 52 4% 5 Ji #H1% . miR-375 1 K AE 5 B
20 AR R L S 5 10 5 R I, xS 0 A b L
A HE L PHEAE N HEEE B R BTIR A, miR-
375 Bl & I AE A% VR 455 4 M S 14 5 S A Ak X e gg
T B A BB KONG 2502 % 31, 7614 41 41 Jifg
FERESZ S, miR-375 Ml 2 45 5 RS FREA K
(IGF—1) 32 AR ] £ 487 s 240 PR () 34 30, A 440 9 B 1A
fI/E ] o DING ZEBE 58 % B, miR-375 BE % 40 ) 4%
£ Janus 2 (JAK2) , (03K 32 B, MU 2% 5 9
S EL G B . AR IR A5 R R BT, EOC A 4
miR-375 mRNA A % 2 1k & 300 55 4 2L AIK L R
miR-375 75 EOC H & ¥ —E fE o HALHI AT fE ki
HA T miR-375 B EAL, MG ah 3R 5, 33
miR-375 % % Z B, B It , EOC 4121 7 i) miR-375 %
KRN ARG EE SRR AN [F] FIGO 43 11 A ik £
SEEG TS HE I miR-375 mRNA AT 363k i [hii 242 5

F G L 28 miR-375 1l 62 5 T EOC HY &
g A, HE R A miR-375 #2635 F IR i H T
Ui AT 3Tl TR JUL A 6% 1 2 11 0 1 (PDKCL) 7
&, NI PI3K/AK {75538 %, {7 240 RO 9% i fie
B, 2 9 A0 BRI AR B AR A, miR-375
Tk Z P RENS PG BUR LN YWHAZ, 3304 Fh i 1
BN, MR A R A 21T O PR A 2257 24, [l B
TEAE I YWHAZ BeU8 55 T B ] i Ak, AT AIE 14 98
21 2 B AR 281

ERBB2 22—V ALIE N, JE TR ARKE T2k
K, 1255 ESRGRILAN, RENSZRAD 185 kD)
PSS AR Z R T, FEMR R BRIz R,
AR AT 2R FE R B 8 T Y. ERBB27E £
Fofr - B P e v 4 52 S ek, xR A L P oAk
1228 S R A5 e AT SR . e ot
JEh, ERBB2IER R EFE, WS AR, (a0
Ji A PR oA, AR R A0 S B AR B
T FEEEALIP, miR-193a-5p il i # [ 2%
4 ERBB21#)3'-UTR, JERUIBRE &4, FH1% ERBB2
Feik, DIER AN R AE I, r 2 FRAR . A
5K, EOC 2 ERBB2 mRNA AHXTFRA &
BRI, 425 ERBB2 XS EOC [ & Lk BA — &
s o FLEARHLE H AT ARTE R, ATREJE T EOC
WA G BT R AT R AE, IR & 4141
WG, I SRACR Y R m, SBEURAR
" ERBB2 #ik L', ABFIRES R EM, AFFIGO
A3 IR TV 25 56 B8 HR 34 () ERBB2 mRNA AH X ik i
W25 AH G5 L, /8 ERBB2 2 5% EOC
f HE R . HCJE DY AT fiE & ERBB2 i fiE %5 S PI3K/
Akt 5530 TG AL, A R AN R AT TR 220 3
FE4 s A 24 R, ol A P R G A L e
UEAk, AR ERBB2 BEUS U SRR/ N = B
5 i (Ras ) /22 24 536 A0 88 1 B3R (MAPK) 15 538
B, DT AR SE T U S R 43 0 Rk T 4 R R
(MMP)-2. 9, {EANAEANERIEAR, M THREdN(Z2E
JE L A Al ) S PRI AL 2 2 B e R

Pearson 7} B 7k, EOC 2H 40 miR-375 By 35
5 ERBB2 (RIA R A, #2785 ERBB2 A AEJE miR-
375 WL 5, miR-375 38 i 7 ERBB2 [ 235 M M &
MG 22 aE . A S0 T H A miR-375 fifi
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BRI, AT AT R S S S — B AR
Kaplan—Meier AR ZE TR, 2 miR-375 35 i
FERBB2 635 AR, B U5 A A7t R B, /R
miR-375 FIERBB2 31k 5 EOC H 3 il J5 A= A7 ) 4%
YIAHOG . [FIF, Cox 0105 43 At i — A 9IE 55 miR-375 il
ERBB2 5 EOC 3 il J5 A7 ¢, #£7K miR-375 Al ERBB2
AT REAE Ry F0 52 1005 A A (B AR e AR bR i

Zx BTk, EOC 4141 miR-375 2 LKA M
ERBB2 2 &Rk, WEZMAC, HF¥5FIGCO 53
PO EERER A O, X DAl i Je B LTS A A%
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