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Relationship of serum microRNA-618 with therapeutic effect and
prognosis of primary hepatic cancer

Ling-feng Han, Hui Jiang, Jun Zhao, Qiang Xu, Li-jun Jiang, Ou Jiang
(Department of Ultrasonography, Neijiang Second People's Hospital, Neijiang, Sichuan 641000, China)

Abstract: Objective To analyze the relationship between serum microRNA-618 (miR-618) level with the
therapeutic effect and prognosis of primary hepatic cancer (PHC). Methods From February 2016 to March 2018,
65 patients with PHC who received Hifu combined with TACE treatment in the second people's Hospital of Neijiang
were enrolled into the case group, and another 65 patients who received physical examination in the same period
were enrolled into the health group. The relative expression of miR-618 was measured by real-time fluorescent
quantitative PCR (qRT-PCR), and the relationship between miR-618 and the clinical characteristics of PHC patients

was analyzed; according to the relative expression of miR-618, it was divided into high expression group and low
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expression group, and the two groups were compared serum tumor marker levels after treatment [alpha-fetoprotein
(AFP), alpha-fetoprotein heterogene (AFP-L3), glypican-3 (GPC3), Golgi protein-73 (GP73)], and the mean time to
disease progression (TTP) and median survival time (MST) were analyzed to analyze the relationship between the
Results The

relative expression level of serum miR-618 in the case group before treatment (0.72 + 0.21) was lower than that in

serum tumor marker levels and prognosis of miR-618 and HIFU combined with TACE treatment.

the healthy group (1.03 £ 0.43) (P < 0.05); the relative expression level of serum miR-618 in the case group after
treatment (0.83 + 0.19) was higher than that before treatment (0.72 £ 0.21) (P < 0.05); the relative expression of miR-
618 in serum of patients with different sex, age, tumor diameter, Child-pugh grade, cirrhosis, and tumor thrombus
was not significant (P > 0.05). MiR-618 in low expression group was lower than that in high expression group (P <
0.05), and AFP-L3, AFP, GPC3, GP73 were higher than that in high expression group (P < 0.05); Serum miR-618
level was negatively correlated with serum AFP-L3 level (r = -0.453), AFP level (r = -0.568), GPC3 level (r =
-0.412), GP73 level (r = -0.612) (P < 0.05). Conclusion The expression of miR-618 is down-regulated in PLC, and

its expression is closely related to the level of serum tumor markers and prognosis after treatment. It may become a

41314

new biomarker for the diagnosis, treatment and prognosis evaluation of PHC.

Keywords: liver neoplasms; microrna-618; serum tumor markers; prognosis

JEL & PR AT 98 (primary hepatic cancer, PHC) 42 fif
NEAREE WA EEIE . 2k T rh 4R 5 A
BT, R H A R L e R R, (R A
NG . R EEVEAT . A BUE Y AR R R
KRB, W R X BB 2 ok T AR UIBR IR
J7 . BARTTIRARER , (HAR4r 85 WA fL . %
P2 Mg s SE R R, C kR — M
FARIBIT, 8 Z K I3 Bk AL J7 44 %€ (transcatheter
HWOt . % [
0RO (high intensity focused ultrasound,
HIFU) 4825 G 3R Y7 J7 5%, TACE /& JC & T AR PHC
BFEME GO, RS A AT 2 TR A
TEA ATk, DA e Jop & O 435 450 s 1 245 9
WRE, ALY ROCR I T e 2E U W AL Ab
A AER, R A bR 20 9 T2, HIFU J2 AE LA
DAL 7 DXl 5 R 2 3 PR R I R S IR, I X
W I TR0, AR o R 20 B R AE ., | T PHC AR
# 1% % TACE B 45 HIFU IR 97 1R Jm % B BiR A
. EVH I PR 1 T8 AT 5 A5k 4 B0 IA o7 808 M 9
oo B, BRI HUI R 5 TS B A 5 b A
X PHC A IRYT HA B EE L. EAMFIEIES,
microRNA-618 (miR-618 ) & — Fp iy 361 [ 1+, 78
B HORRIE . A0S0 R 55 2 Bl R b 2
Fik, FEEZS 5 M KL R, SR, BHHETE T
miR-618 &1k 5 PHC HYHI KA 58 A JT J& , miR-618
TS5 PHC W R R JRANE Rk o AT TR
L7 miR-618 3355 PHC Y P AL M HUR Y K&, IR
BT

arterial chemoembolization, TACE) . RN

1 ARSI

— AR Z
PEHL 2016 4E2 H—20184E 3 HfENITHI & — A
B2 B 4 32 TR 97 1Y PHC HR 3% 65 il VE Mk il 41 . H:

1.1

e, B4, GtE23 M) AR 42 ~T75%, B
A% (62.34+4.72) % 5 MR HE F5 K (BMID) (21.59 +

224) kg/m?s IHABRUE: FFG (PRI HL G A
SEEZ MR R (2015 48 M0 YSAH S IZ Wbn i, H &
I RS AR 24 5112 0 PHC & 5 Child-Pugh 43 4% A, B
G BERFEABSEMNERZES; RITHITER
P32 oK HE HE T . BRI Rl AR T s MR AR
HAA<10 em; MR < 34 HEBRARUE. AIFH:
il EE B O A ) W R s A T I ) fg
BCHAW M RGP E 5 B IFRIE RGP # 5 I
TR ERE | DB B2 IR TR
Ty CRAERGFERE, THkE RS, ik
R[] 1) 65 191l fi B Ak Ry fit 2 . v, B3¢ 40 431
25 s AR 43 ~ 75 %, F- 1 (63.06 +5.03) % ;
S35 BMI(22.31 +2.46 ) kg/m®. 1 2 — M 95 ) o 4%,
ERTGITHFEL (P>0.05), HAA M,

1.2 FHik

121 TACE ARATH B A L& # . 5 2 6E
&L IR ERCE B AR BT IEAL 4%%%E?¥
BM, SR BRI, 280 R 3l ik 2 R OF 48, 4
i 1 1 e Wy 7 B B Dk 3 5 @%XEHEWE@IM«TH/R,
RS TEE R, SR fkirgy
YRA SR I E S A A, 75 i

.54 .



4131
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