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Analysis of the genetic variation of esophageal squamous cell
carcinoma via comparative genomic hybridization and clinical
significance of abnormal PPFIAI expression*
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Abstract: Objective To analyze the genomic variation of esophageal squamous cell carcinoma, and to
explore the correlations between the abnormal PPFIAI expression and clinicopathological characteristics and
prognosis. Methods Six pairs of tumor and adjacent tissues surgically removed from patients with esophageal
squamous cell carcinoma in the First Affiliated Hospital of Xinjiang Medical University from March 2014 to July
2014 were collected. The genomic changes in these samples were detected via comparative genomic hybridization

(CGH), and the expression of the abnormally amplified gene PPFIAI in esophageal squamous cell carcinoma was
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detected by immunohistochemistry. The correlations between the gene expression of PPFIAI and pathological
parameters of esophageal squamous cell carcinoma and prognosis were analyzed. Results The CGH analyses
showed that the variations were pronounced within p15.33 of Chromosome 5 and q13.3 and q22.1 of Chromosome
11 in patients with esophageal squamous cell carcinoma. Immunohistochemical results verified that the positive
expression rate of PPFIA1 in esophageal cancer tissues was higher than that in the adjacent tissues (P < 0.05). There
were differences in the positive expression rate of PPFIA1 among esophageal squamous cell carcinoma patients with
different clinical stage and between those with and without lymph node metastasis (P < 0.05). Specifically, the
positive expression rate of PPFIA1 was higher in those with advanced clinical stage and with lymph node metastasis
(P < 0.05). There was no statistical difference in the positive expression rate of PPFIA1 among esophageal squamous
cell carcinoma patients with different gender, age, and pathological grade, degree of differentiation, size and depth of
invasion of tumors. The survival curves were different among patients with high and low expressions of PPFIA1
(P < 0.05), and those with positive PPFIA1 expression had a shorter survival duration and a worse prognosis.

Conclusions 11q13.3 variation is significant in esophageal squamous cell carcinoma, and PPFIA1 may play a role
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in the metastasis and prognosis of esophageal squamous cell carcinoma.
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