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S ¥ EE 533000)

HE . BE 3EA microRNA—-208(miR —208 ) ) B rs10136 10645542 T ABE P b9 - AdkAE, JHIE S &1
5 EABILE, #t— TR S SR RlR-TX R, ik RI2021F1 A—20215F6 A RAHEAKEFIEH
J B TR 09 T F Gk R 09I B 1684 . KR 388 SNPscan A M F 151013610645, 569 L E 5 5
YRR A o i RE AR, PO EEF. R ARHSALRE R T 510136106 H4EAG(3.57%) F2 GG (96.43% ) 2
FAEEA, FIEEARA GHESHH1.79%. 98.21%. F4hia] 5101361064550 R E RS | AL KB F b
B, EFARGHFEL(P>0.05), I BAFES AL £ BRMNAFE, B EFH BHFESY-EABRE XA LT N
ABErs1013610645 5 A B AR E | S5 A Bmfrks, ZR7A4%HFEL(P<0.05), W) WAEES A5 B RAAR
AFBE, PRALTKUAABL RN SR, FEERMEILE, 2FA%TFEL(P>0.05), )" BAREs101361064%
BAGH GGAR AR F b =8, &% EMREOEE BT ERE OB, 27053 EL(P>
0.05), 1 AGKAB R A4 F EA2E B GG AR BT HIK(P <0.05), 18  J BABEmIR -208&H 1510136106
15,58 % SIS MR AR ERBRAR N £, 10136106455 % k5 BB BEAE

KR . AR S AN ; Ll ; miR—208; | AR

FESES . R3943 XEkARIZED . A

Distribution of microRNA-208 polymorphism and its correlation
with blood lipids in Guangxi people*

Liu Chao', Luo Yan-ping', Gu Xi-xi', Wang Teng', Chen Jian-ming', Lan Yan®, Wei Ye-sheng'
(1. Department of Clinical Laboratory, Affiliated Hospital of Guilin Medical University, Guilin, Guangxi
541000, China; 2. Department of Dermatology, Affiliated Hospital of Youjiang Medical University for
Nationalities, Baise, Guangxi 533000, China)

Abstract: Objective To explore the distribution of microRNA-208 rs10136106 polymorphism in Guangxi
people and to compare the distribution with that of people in other regions, and further to investigate the correlation
between rs10136106 polymorphism and the levels of blood lipids. Methods A total of 168 unrelated healthy
individuals undergoing health checkup in Affiliated Hospital of Guilin Medical University from January 2021 to June
2021 were enrolled. The high-throughput SNPscan technology was used to determine the genotyping of rs10136106.
The blood lipid profiles in all individuals were collected, and the differences among them were analyzed. Results
Two genotypes, AG (3.57%) and GG (96.43%), were found at the rs10136106 locus, and the frequencies of A and G
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alleles were 1.79% and 98.21%. There was no significant difference in the genotype frequency and allele frequency at

the rs10136106 locus between males and females among the Guangxi people (P > 0.05). The genotype frequency and

allele frequency at the rs10136106 locus in the Guangxi people differed from those in the Utah people, Yoruba people,

and Tuscany people (P < 0.05), while they were not different from those in the Tokyo people and Han people from

Beijing (P > 0.05). There was no difference in the levels of triglyceride, high density lipoprotein cholesterol or low
density lipoprotein cholesterol between AG and GG carriers (P > 0.05), whereas the level of total cholesterol in AG

carriers was lower than that in GG carriers (P < 0.05). Conclusions There are different degrees of variation in the

microRNA-208 rs10136106 polymorphism among Guangxi people and those from other regions. Besides, the

rs10136106 polymorphism is related to the level of total cholesterol.

Keywords: genetic polymorphism; blood lipid; microRNA-208; Guangxi people

MircoRNA  (miRNA) 23T 4F R AF 55 )32 19 N
PR g S /Nr - RNA, KN 20 ~ 25 M EAF IR,
i it 5 8 mRNA 9 3'=UTR X 4% 5 PE 45 4, DA
fift FE mRNA S P 3K, miRNA B2 5 %41
Misgss . A TR AEY AR, TEVLA
EHWEE O BRI DL R & A kAt i
o R HE T EAE WY, miRNA 78U 5 I 55 5 0 1 2% 3k
45 2 O i I A A I Y R T U —
A W5 % BLZ P miRNA 780 I 1L 48 52 0% 19 & A4
R A A [A] PR AR A T o o i A e AT 2 Y
At R A RE R R, B A 9 TR 3 A A
AR ILAE « LV REAR . 3l bk ok AR A Ak K SE BT
e I A5 LR R

miR-208 5 KA H A I RAF 5 T2 (1) miRNA
Z—, BT Z5KARZE RSB HES, @&
B UE I TE 2 Floge s b 5 R IR QO IUREZEY . 2otk
5tk Ik 5 G IRV R B R i R O e A A 0 M i R
o IR SR R b R 2 B I A RS K Y
BEILRY, A & BRI N R ke A R &
HEMEEFE, &T miR-208 3 M rs10136106 117 1
BARZ AT R 22 A5 5 Il RE AE OGP A B 5 i A A ] )
AR SCHk . I, AT R = i i SNPscan £
ARAG I VG A HE miR-208 3 K rs10136106 7 55, J& [A]
3R, FRIE 1s10136106 07 a5 7E AN [R] ML X, AN ] i
e NBE R a0 A FR AR, JF E— 25315 1510136106
BB 2 80 5 s (9 AH DG, S BE IR s 1L
TS 15 1 AH DGR A R 42 2 5%

1 RS

— R E R
PEHL 2021 4F 1 H —2021 4F 6 H Sk bR £ 2 B Fit
Ja 22 Bt MR G ) TG 25 25 0 2 B9 i R B Ak 168 51, Hir

1.1

P95 B, Ltk 73 B 5 A 21 ~ 79 %, P34 (53.98 =
8.71) % ; KK & 45 H5 EH . HEBR A B K.
AW G E R RIS, BEREY
BB R A

1.2 FHik

121 A HZLDNARIR KA EDTA-K2 41 B4
WA 4 ARG 3 K I 3.0 mL . F3¢ FER 7 & i i 5 7
AR BUEL 4 DNA 1 F-70 Cor2figfr . RREA
DNA $ B 75 & (0 B A ) 1 B b o RAR A fE B
FA R, K DNA B AU B 7E 20 ~ 50 ng/pl.
0D260/280 {H 7E 1.7 ~ 2.0 B A A& KEA JH T )5 22 5L X
SIS

122 sl¥eixit 54 m BREEERAEY
Fe ARG B O B M2 i) miR-208 514 110136106 1
DNA F3, 51WF 5 B35 1 % H Premier 3.0 7528 4K
1, BT B 7 5058 4 1R R ELE .
SIFES . EmGIH: 5'-CCTGTCATGGTTTACTGT
TTGCTG-3", 5% : 5-GAAGGAGGAGAGAAA
ATGAACTAGG-3", K& 435124 24 bp 125 bp.
123  DNA# 3 B 5w R H Thermal Cycler PCR
X (2 [H Applied Biosystems 23 ] , 2720 %) #£ 4T DNA
FEAE RN, AR 20.0 pL, HiA AR DNA 8.0 wL,
2 x PSR K 10.0 L, i H DNA 3% 42 0.2 wl,
HERIREHR AW 0.8 wL, T4 AR K B A% K Ah
o RN ZE:94 CAEE 1 min, 58 CiR K 3 h,
MEFA SR, 94 CAEM 2 min, 72 °CIEH forever,

124 % EFPCRAM RHAPCRILIHFTZLEPCR
FRL, BRFR 20 pl, HA 4G iR DNA 2 4
P 1.0 L, 2xPCRZEMHR A 10.0 pL., TagDNA R4
fitf 0.4 pL, ZEIOLT LI 0.5 pL, KEWFEK
8.1 wLo PCRJX N ZH: 95 CHIA 2 min, 94 C
P20 s, 62 CiR k40 s (FEAK 0.5 CHEHA, 394
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PTEFR), 72 CHEAH 1.5 min, PEFROU; 94 CAME I =EE (Triglycerides, TG) | 5 %5 &£ JIF £ 11 JIH [ 1
20s, 57 CiR:Kk40s, 72 CHEAH 1.5 min, PEHFR25UK, (high—density lipoprotein cholesterol, HDL-C ) . i % &
68 CHRLL LA 60 min, 4 CAENL. H 15 PCR 7= fig 25 H B [& B (low—density lipoprotein cholesterol,

W AERE I . LDL-C).
125 AESE K EREIWFYENEKE 1.8 FHiIFFEFE
B 1053 R IR )G, 1.0 pLiZIE AW 5 0.5 pL B A3 BT R FH SPSS 20.0 85 3 F o 2 % k)

Liz 500 SIZE STANDARD . 8.5 pL Hi-DiiR%), fit)s VA« bRiERE (x 2 o) RoR, BN kG5 T4
7E ABI 3730XL B J57 4% ( 52 [§] Applied Biosystems 24 TR B (%) R, BB xR . P <
F) K, SR Polyphred B F 20 i HL s 4G K . 0.05 MERAGLIFEE L.

PR AN PN S PNE E SRR NI R € RN

N 2 #R
BRI L DR 43 RO AT HO a
126 gt RAEXZIE I 12 h # K 2.1 miR-208&E rs10136106 fii S EFE N BIL R
4 mL, A3 000 t/min .0 10 min, 0 &M%, H4 F A 45 7 28 B 5 R 110136106 77 7F AG (3.57% )

A sh A=A a3 B AL (i = % Q2 7)) K2 A R 9 1L g A GG (96.43% )2 Fh BRI AU, Z2 47 FE PR A L G H5i 5 43 5]
0328 5790 0 ARG I I 3 s AH [ B (total cholesterol, TC) | M 1.79% .98.21% ., KR /rBIZE R LA 1,

NmeNw Mw&@ﬂw

B 1 miRNA-208% [ rs10136106 fiL s il 5

22 T"HABEmMIR-208E E rs10136106 i 5 % =1 I"FEAEE miRNA-208% [ rs10136106 B EEFA
AR T EMERTREER  #](%)

FE) V5 A HE miR-208 55 rs10136106 {3 &5 1, P R A8 S R
B GG L (96.43%) , Horp A RSB ey (00 B - X o

B A5 3L R R G (98.21%) o B 4 P 18] 1s10136106 {37 5 95 4(421) 91(9579)  4(2.11)  186(97.89)
M FER BRI, AR, ZR LG R % 73 2(274)  71(9726)  2(137)  144(98.63)
X (%*=0.259, P =0.698) , Vi rs 10136106 {37 5 fit) FE [ At 168 6(357)  162(96.43)  6(1.79)  330(98.21)
RS BRI IC ok, dE— 4 H A T Lok 1) A Ay

R, Z K, 2% B4 %8 X (x2=0255, 5 HARZGOAHE b E A0 DUR AR U, 28 % K
P=0.701) , i1 110136106 fif A5 1) S5 fir e PR A 5 B, 2257 HGEITH EX(X =2.097 10.175, P =0.173

PESIT S, W, F10.738) (WL 2) . #F— 20 P8 A B rs10136106
23 P ABEmiR-208 & F rs10136106 fif 5 & Eﬁ#ﬁ%wﬁi%%ﬂ' PN T oE RN E
BESEEANBERLLE PEE AT RS SE B AL AN AFE . JE B A G E PR

PP ARE 10136106 £ 5 B A R Ap ) 2 B AR ABERAFTH R AR LR, &A%,
EAM AR . BAMTHAEFAe AREE R ZRA5%I%E X (P<0.05), 1w AR
FFEHT R AR LB, XK, 25 A% 10136106 G 55 AL RS AN, +
B X (x’=16.580 . 146.505 F1 7.578 , P =0.000 . 0.000 F/I E A DUR ANBEP e XA BE L8, & xR, 2
0.010) , 1) P4 A B 1s10136106 i i JEF A3 5] SIS E X (P>0.05), W#E3,
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k2 BEIHABEmMIR-208E R rs10136106 i
EEBRRLR  Bil(%)

HoIX n AA AG CC
PN 168 - 6(3.57)  162(96.43)
S E AN A 224 2(0.90) 34(15.20) 188(83.90)

JE HAREBHEPR2 & ABE 224 20(8.90) 110(49.10)  94(42.00)
HERFFEHT R 176 2(1.10) 18(10.20) 156(88.70)
H A 7R 50 A B 170 - 2(1.20)  168(98.80)
TPl L BT UR ARE 86 = 4(470)  82(95.30)

*3 HXiH AR miR-208%EH rs10136106 {ir =
FMERMERLE  61(%)

Hi X n A G xX’{& PE
INPN 168  6(1.79)  330(98.21) - -
SEEPMM AEE 224 38(8.50)  410(91.50)  16.253  0.000
Je H A A
i 224 150(33.45) 298(66.55) 121.024 0.000
PAEAE- PN id
BARAES R
) 176 22(6.21) 330(93.79) 8.766 0.003
EIPN
H AR 5L AR 170 2(0.60)  338(99.40) 2.072 0.175
rp E AL RO
e 86  4(2.35) 168(97.65) 0.172 0.740

2.4 TP AB miR-208 E & rs10136106 {i &= A~
B & E 2 M Ag 7k T tb &

J7PE A 110136106 137 84 AG Fl GG HE [F R 47
#H TG, HDL-C f1 LDL-C lL#, &, 25
Guit R L (P>0.05), i W Fh 5L PR B HE 4 5 TC L
B, ok, Z2RA%1I#E X (P<0.05), AG
SEPH UG A B AL GG IR AU # AN, Wk 4

x4 ' ABEMIR-208%E[F rs10136106 i 5 A EHE E Y
MmBE7KFEEE:  (mmol/L, x +s)

SR TC TG HDL-C LDL-C
AG 451+027 127+098 148+037  2.66+0.59
GG 495088 1.80+1.19 136+040 324+138
1l -3.371 -1.073 0.687 -1.026
Py 0.008 0.285 0.493 0.306

3 itig

miR-208 J& [ 58 i A i miRNA 5 2 AY b 2 —
T AL 145Gk o miR-208 35 PR 78 0 i 1L
BpR RS ERNSREP R EEREENEMN. K
F B L35 A miR—-208a A L) 38 o 5 80 5L [ 1R
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B XTI Z I TR A, Ok 2 1 1F 5% 26 B
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(1511614913 ) Z AR 19 T 45 007 Jk P 5 56 4R 3h ik < 9
9 XUBS: AH G 5 SR 1 QTU 281" fiff 58 & B miR-196a-2
111614913 1] B J2& 2o P i85 3R /)N 4t R s 483 179 O 4 1A
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F A5 P 22 miR-208 H PR AH 5G9 0 15t % &y Sk | i
AT AH SRR AN [/ 00 T ) A R e Bl NS
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RO PO E R RIS EE A I KR
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PRI 1438845 S SRR 7 AN T) %) b sk A8 ) o A7 76 A
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TS TR DL BOEE S

ARBFFTHE ) P A RE 1510136106 17 85 £ A1 5 A
S PR 20 PR R TR R A A 0 5 A ABF IR 238
PEECHE FL 3 & B, ) P HE 1s10136106 13 /5 114 3 [
TRURN 25 37 32 PRUACR 5 000 At N CRE L Je H RS A7 L )
2y NHE R B R FFE I R 9 HE L3 2 A St
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