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HWE . BY FithiFk4gESARNA(LncRNA ) ¥ 4086055 T % 424 B 1(PVT1) . LncRNA H19 %k
LAFE R FE ARG AR AEBGRX R, ik #BIR20165F-5 A—20184F5 A 1w EAF R F B F M T8 —ARE
FelE 89 16961 AT iR A VR AT IR A, Rt EFRBIFLAEBE. 7 RBRF LA RS 7445
VEAITIBLL, qQRT—PCR &M £ 7% LncRNA PVT1, LncRNA H19&3A , % B % Cox B2 A8 5 i 8 4 K Js
B A #HESHREE, ROCHESH A E LncRNA PVT1, LncRNA H19 £3A 567 5 Bk 8 4 ARG £ Z 4545 09T
MPE, LR WL LncRNA PVT1, LncRNA H19485F &35 83 TaHR( P <0.05), AL M40
5 XA KA TNM 58, Gleason 74, PSA, LncRNA PVT1, LncRNA H19 R kE, 2 FA%it5FE
SL(P <0.05), WLLEE, RIER | B AL, SAREE £2F A% FEL(P>0.05), $EE Cox®)a
MR T T, TNM 4411 [611=3.722(95 CI:1.416,7.784) , P <0.05]. Gleasoni%é]\>7h\[(§k=4.626
(95% CI:1.670,9.815) , P <0.05] . LncRNA PVT1[ OR=1.982(95 CI%: 1.521,2.584) , P <0.05 ] . LncRNA
H19[ OR=1.868(95% CI:1.327,2.630) , P <0.05 | 5 M &4 AJS B A A 40 05 T B 5, BoboinifLn -
cRNA PVT1, LncRNA H19 &£ M AUC K FHm:Fm, 4518 a75/% %4 & LncRNA PVT1, LncRNA
H19 &k, ARG IR SR ERRE, THANIIREEH ARG I AT S547,
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The relationship between the expression of serum LncRNA PVT1
and H19 and postoperative recurrence and metastasis
of prostate cancer

Jin-yu Chen', Ping Zhang', Ying-xin Sun', Min-jie Pan’, Shan Zhou'
(1. Department of Clinical Laboratory, 2. Department of Urology, Changzhou Second People's Hospital,
Nanjing Medical University, Changzhou, Jiangsu 213000, China)

Abstract: Objective To investigate the relationship between the expression of serum long non-coding RNA
(LncRNA) plasmacytoma variant translocation 1 (PVT1) and H19 and postoperative recurrence and metastasis of
prostate cancer. Methods A total of 169 prostate cancer patients admitted to Changzhou Second People's Hospital
from May 2016 to May 2018 were selected as the prostate cancer group, and the recurrence and metastasis rate at 3
years after surgery was analyzed. Another 74 healthy individuals undergoing the physical examination in the
Changzhou Second People's Hospital during the same period were selected as the control group. The expression of

serum PVT1 and H19 was detected by qRT-PCR. Multivariate Cox regression model was used to analyze the factors
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affecting the postoperative tumor recurrence and metastasis in prostate cancer patients. The receiver operating
characteristic (ROC) curve was applied to determine the predictive value of serum PVT1 and H19 expression for
postoperative recurrence and metastasis of prostate cancer. Results The serum levels of LncRNA PVT1 and H19
were higher in the prostate cancer group compared with the control group (P < 0.05). The TNM stage, the Gleason
score, and the expression of serum prostate-specific antigen (PSA), PVTI and H19 (P < 0.05) instead of the age,
tumor diameter, and the degree of tumor differentiation (P > 0.05) were different between those with and without
recurrence and metastasis. Multivariate Cox regression analysis showed that stage III cancer [OAR =3.722 (95% CI:
1.416, 7.784), P = 0.008], Gleason score > 7 [OAR =4.626 (95% CI: 1.670, 9.815), P =0.003], LncRNA PVT1 [OAR =
1.982 (95% CI: 1.521, 2.584), P<0.001], and LncRNA H19 [OAR = 1.868 (95% CI: 1.327, 2.630), P < 0.001] were
independent risk factors for postoperative recurrence and metastasis of prostate cancer. The area under the ROC
curve of the combined detection of PVT1 and H19 was greater than that of PVT1 or H19 alone for predicting
postoperative tumor recurrence and metastasis in prostate cancer patients (P < 0.05). Conclusions The LncRNA
PVTI and H19 are highly expressed in prostate cancer patients, and are independent risk factors for postoperative

recurrence and metastasis of prostate cancer. Thus, LncRNA PTV1 and H19 can be established as predicting

indicators for postoperative tumor recurrence and metastasis in prostate cancer patients.
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ACCA-3", K JE%3 %1% 18 bp F120 bp; LncRNA HI9
iE 161 51 4 5'-TACAACCACTGCACTACCTG=3", J% [f]
51 ¥ 5'-TGGAATGCTTGAAGGCTGCT=3", 1 & 43 ]
M 16 bp. 19 bp; N2 GAPDH IE [ 514 5'-GAAGG
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H19 A X ik e o
1.3 HiA

I i S8 B IS 2 52 AR A I Bl B M T
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WI[OR=3.722(95% CI:1.416,7.784)] . Gleason -4} >
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PVT1 [OR=1.982 (95 CI:1.521,2.584)]. LncRNA H19
[OR=1.868(95% CI:1.327, 2.630) | & i} 51 It s m2 %
KRG B kB KM E KR EE (P <0.05) .
M3,
2.4 1M LncRNA PVT1,.LncRNA H19 &%k B ih
MBS TR S R EEEREELEBNNE

ROC Hi£& & 7%, 1% LncRNA PVT1, LncRNA
H19 33K 73 ) 500 FER & T5000 17 2] B o 28 38 RS
2Ok B R B AUC N 0768 (95% CI: 0.697,
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®3 BIIIREREREELEBHNESEE Cox @IFN S

TNM 534 I3 1314 0.493 7.105 0.008 3.722 1.416 7.784
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*4 ImiFELncRNA PVT1.LncRNA H19 RiX BMANB S FNBI 5 IR R EREEXHEBHME

LncRNA PVT1 93.94 46.60 0.405 2.13 0.768 0.697 0.830
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