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The value of microRNA-206, microRNA-29b and microRNA-133a
in predicting the delayed union of fracture*
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Abstract: Objective To analyze the predictive value of the expressions of microRNA-206, microRNA-29b
and microRNA-133a for the delayed union of fracture, and so as to provide evidence for clinical practice. Methods
The 123 patients with delayed union of fracture treated in Sichuan Academy of Medical Sciences and Sichuan
Provincial People's Hospital from January 2020 to December 2020 were selected as the observation group, and 100
patients with normal fracture healing in the hospital were selected as the control group. The levels of microRNA-
206, microRNA-29b and microRNA-133a were detected by quantitative real-time polymerase chain reaction. The
receiver operating characteristic (ROC) curve was plotted and the predictive values of each indicator alone and the
combined detection of these indicators were analyzed. Results The serum levels of microRNA-206, microRNA-29b

and microRNA-133a in the observation group were higher than those in the control group (P < 0.05). The accuracy
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of microRNA-206, microRNA-29b and microRNA-133a in predicting the delayed union of fracture was 82.79%,
83.90% and 86.67%, lower than that of the combined detection of these indicators (96.72%). The sensitivity and
specificity of the combined detection of microRNA-206, microRNA-29b and microRNA-133a in predicting the
delayed union of fracture were 95.94% (95% CI: 0.922, 0.986) and 96.00% (95% CI: 0.937, 0.993), which were both

higher than those of these indicators alone. Conclusions The serum levels of microRNA-206, microRNA-29b and

microRNA-133a are higher in patients with the delayed union of fracture. The combined detection of these indicators

effectively predicts the occurrence of delayed union in fracture patients, which is of value for further clinical practice.
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miR-133a KR i%

ARG 6 Ji R 4R M 25 K i 5 mL, B0 I gk
I3 o T RNA il P2 320500 & 52 il 7 A5 RNA 386 4% 5f
4 ¢DNA , 2k ] qRT-PCR {346 I 1fil 7 miR-206 . miR-
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0.3 wL,cDNA 1 pL, ddH,0 3.4 L, SYBR Premix Ex
Taq 5 wLo KR 2 F 2 95°C #i 2% P 3 min, 95°C 7% 4
105,60°CiR K 20 s, 72°CHEAH 20 s, 240 MEFR . T
AR EE 3, LA U6CHNS: #8272 ik R A
XFF IR
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S /bp
1 : 5'-CGGCCCTCCTCGCCTTGAGGAC-3' 22
miR-206b
J2 I : 5'-GCAGTGCTACAGGGTCCCAGGT-3' 22
IEM: 5'-TGGCCCTCGTAGCCTTGAGGAC-3' 21
miR-29bh
J ) : 5'-CCAGTGCTGCAGGGTCCGAGGT-3' 20
TE M : 5'-GCACCACCAACTGCTTA-3' 17
miR-133a
J 0] : 5'-AGTAGAGGCAGGGATGAT-3' 18
1E M : 5'-CTCGCTTCGGCAGCAC-3' 16
U6
J 1] : 5'-AACGCTTCACGAATTTGCGT-3' 20
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miR-133a T M & #7 %€ 3R f A 1 o 60 12k 5 0 ok
82.79% . 83.90% 1 86.67% , 3 F W4 T il & 37 4
RAT A RPN 96.72%, w5 T B I
W3,
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ERaE 5(4.95) 96(95.05) 101

2.3 miR-206. miR-29b., miR-133a T ill & #f 7L
RREHMNE

ROC il £k 45 & . 7~ , miR-206 , miR-29b , miR—
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0.774, 0.892) , %F R £ b 84.00% (95% CI: 0.808,
0.800), WFEA4FE 1,
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