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WE : B RABENEEGREESEG1(SATB) 5 & £ ER & 7(CBX7) AL TN Ak EH e
BAEWMAL, F7iE =BES AT 2018 5F 4 A—2021 -2 A #1753 EA K 5 5 = I8 EFOKE 09 104614745 A Ak
BAREF GG RTA, RALGAGRALSERTON ., KA IR AL T AN IBELH L SATBI. CBX7 494
K, BIEEHHFT 2R, BRAEEL ., RELEBHHKEEI A LM RE RN, RASHELo -
gistic WABER 54725 AR ARG A AR W&, bl ik TAEFIE(ROC) W& SATB1. CBX7 & AT
M2 AMBEASG RN, ER 104615 AR EH F 36 IR, BAFEHT019%. FEAMERS AV
B, MPRAROAL, HARELLEEERS . SATBI MM AL . CBX7 Mk Ak, SATB1A=CBX7¥MatAik s3g35H T4k
FA(P <0.05), SATB1., CBX7¥ Mkl &K TAIALLA(P <0.05). % W& Logistic A5 R 7,
Wk B A=V PPk, R gb4545 . SATBI MR A R CBX7 MR IA 34 A 4 I A UG BE 0 E i
B (P <0.05), ROCWLLR 25, SATB1 A, CBX7 [, SATB14= CBX734 [, SATB1 4= CBX73
FAPETRM 45 F 0 95 R UG SLE 0 W E T @A A1 4 0.640 (95% CI:0.524,0.756) . 0.659 (95% CI:0.546,0.771) |
0.739(95% CI:0.641,0.837) 4= 0.743(95% CI:0.633,0.853) . £51& SATBI1. CBX7 &iATAM 4 H Wik A )G A
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Predictive values of SATB1 and CBX7 expressions for postoperative
recurrence of colorectal cancer

Bo Ma', Jun Zhou’, Jian-gang Li', Jun Wang'
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University (Sun Yat-Sen Memorial Hospital), Guangzhou, Guangdong 510120, China)

Abstract: Objective To explore the values of special AT-rich binding protein 1 (SATB1) and Chromobox
protein homolog 7 (CBX7) expressions in predicting the postoperative recurrence of colorectal cancer. Methods
The clinical data and cancer tissues of 104 patients who underwent radical resection of colorectal cancer from April
2018 to February 2021 were retrospectively analyzed. The expressions of SATB1 and CBX7 in the cancer tissues
were detected by immunohistochemistry. The patients in both groups were followed up for 12 months and were

divided into recurrence group and non-recurrence group based on whether postoperative relapse and lymph node
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metastasis occurred. The multivariable Logistic regression analysis was performed to determine the factors affecting
the postoperative recurrence of colorectal cancer. The area under the receiver operating characteristic (ROC) curve
(AUC) was used to evaluate the predictive values of SATB1 and CBX7 expressions for postoperative recurrence of
colorectal cancer. Results Among 104 patients with colorectal cancer, 73 cases recurred, with the recurrence rate
being 70.19%. The proportions of stage III and IV tumors, poorly-differentiated tumors, lymph node metastasis,
positivity for SATBI expression, positivity for CBX7 expression, and positivity for both SATB1 and CBX7
expressions in the recurrence group were higher than those in the non-recurrence group, while the proportions of
negativity for both SATB1 and CBX7 expressions in the recurrence group were lower than those in the non-
recurrence group (P < 0.05). The multivariable Logistic regression analysis showed that stage III and IV tumors,
poorly-differentiated tumors, lymph node metastasis, positive SATB1 expression and positive CBX7 expression were
the risk factors for postoperative recurrence of colorectal cancer (P < 0.05). ROC analysis showed that the AUCs of
positivity for SATB1 expression, positivity for CBX7 expression, positivity for both SATB1 and CBX7 expressions
and negativity for both SATB1 and CBX7 expressions in predicting the postoperative recurrence of colorectal cancer
were 0.640 (95% CI: 0.524, 0.756), 0.659 (95% CI: 0.546, 0.771), 0.739 (95% CI: 0.641, 0.837) and 0.743 (95% CI:
0.633, 0.853), respectively. Conclusions The expressions of SATB1 and CBX7 exhibit high predictive values for

the postoperative recurrence of colorectal cancer.
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K2FES IR BR B IR 1Y 104 9147 245 B g e AR iA R
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121 adrg OFF G ES B2y G
(2017 4F R Y745 1 i i Wi R 2 Wb if s @745 B
FERIE AR PR B A2 O > 18 % ; @I IR 43
W1 NV GOFRKRIEERE D> 60 4 5 @Il K 7%
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PRI KR AL
1.4 REHLANLZF RN SATB1 . CBXT7 HFKiX

RPBABRAAE G, 4 um BEY R, ¥
F i R A R 60°C HE 5 30 min S BUH, U R
6 BE 323, 10 min/ K, IR 95% . 75% £ i i
5 min/¥K , 2R 5 2R KIZ I S min, 7EY) A LI IE
B 3% SR K W, 46 F5F 10 min W B 9 IR o 48 A
VGG M . PBS #h Yk 3K, Smin/IR . B T pH=6.0 1Y
MR R 2% v b, KR 26 5 min, SRR 10 min 85
PrE . A EJE PBS vh ¥ 3 ¥, 5 min/Ik o A SE ML
HBEE 10 min J5 , 73 9 % 0 CBX7 — 471 (1:100)
SATB1 —H0(1:1000)2 7, 4°C a3 % . PBS miyk:
3,5 min/¥K o A B A 4810 P il A 00 1) i R
5P 2 TAEW, 4535 10 min, PBS W63 YK, 5 min/ik .
Y1 R i 1% DBA &, = IR B 1 min, f7 1)
RS A5 AR K sk . R RS Y.
WK BB B R BEA .

25 B PEAl « SATB1 . CBX7 4 5 v T 40 i 4% , [
HES AR OA, H2 M RRERFE
F14) 9 B = il L 5] ) o

FH M 41 i 95 FELAS 43 < B 4 40 i 38 L 0% 1
043 . < 25% it 143 . 25% ~ < 50% it 2 43 . 50% ~
75% 1 3 53 >T5% i1 4 43 P AR B AR 4y A
THor GRE AT 4 B AT 2 E A A3 ).
BH 4 200 i 705 6145 43 x G a5 A5 43 =1 20 M BH
< 143 MR
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Bt B B A 2 2022452 A 1 H, BRI 2 A% 24 8%
PR A R R G 5 . 4 0 i B B 30 sk R
RgEKk, ERERA; B RIFEEREEN
KE KM,

1.6 HitEHE

AR 3 BT R JH SPSS 26.0 Gt 811, i Y R
DA + bRt 22 (x £ 5) TR, LW ¢ B 30 5 750
BELLB (% ) R, W K5 RIDZ W R
Logistic [71J5 3 #7745 5 10 i AR J5 52 & AR DGR 285 42
il 52 3 # T4 45 AE (receiver operating characteristic,
ROC) i £ PF £ SATB1 . CBX7 3 15 X} 45 & Wi R )5
2R BIMAMNE . A58 K HE «=0.05, P <0.05 J 2257
AgitEE .
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104 BI&s BB ER B3BIR K, EERN
70.19% .
22 MMEEMEEERGELNEERZSN

HRMGRE RAMS AR  BMILL G IFE O
PRI i LT ) g A e A K X & 4=
A BKERIL AR, 41 B K 5, 22 R RS T
(P >0.05) o 54 llm R 73 399 L Iigeg o3 Ak 2R A 2
T B 255 5%  SATB1 Al CBX7 k15 0 LA, 28 %2
g, 2 5 WA G R R L (P <0.05) , & Kk Ak IR
SRRV A Mg AR 434k A ik I 45 B L SATB1
PHM: 35 L CBX7 BH 2635 (SATB1 Fil CBX7 ¥ PHM: £
kb YR TR K4, SATBL , CBX7 ¥ B P % ik
R RE R, Wk,
23 WMEEBERAGELNSEZSH

Z[H & Logistic [71 553 Hr 45 5 o , 6 R 53 1 1
FIIV 0] Wb g % 204 L ik BV 25 56 8% SATBI BH: 3k
F CBX7 BHAE 238 35 0y 45 1 W g R 5 52 % 1 fa 16 1R
F(P<0.05), WE2.3,
2.4 SATB1.CBX7 RiEXMEEHEAEE XK

®1 MEEMERERRELRNBRRSH

Bt/ AR BMI/(kg/m?, PR [N bR 151(%)
2H 51| n _ _
1] X+s) X+5) 151(%) #1(%) 7] =117 EWh ARG A S
kA 73 40/33 63.23+3.79 2475+ 1.33 5(6.85) 9(12.33)  24(32.88) 45(61.64) 4(5.48)
RE KU 31 17/14 63.07 £3.15 2428 +1.16 1(3.23) 7(22.58)  10(32.26) 19(61.29) 2(6.45)
1/ E 0.192 0.207 1.709 0.526 1.757 0.004 0.026 0.055
P 0.662 0.837 0.090 0.468 0.185 0.951 0.872 0.815
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¥l 22(30.14) 21(67.74) 47(64.38) 26(35.62) 62(84.93)  11(15.07) 47(64.38) 26(35.62) 21(28.77) 52(71.23)

REKMA  51(69.86) 10(32.26) 13(41.94) 18(58.06) 23(74.19) 8(25.81) 12(38.71)  19(61.29)  7(9.59)  24(90.41)
/i 12.688 4.492 1.680 5.843 0.423
PAH 0.001 0.034 0.195 0.016 0.515

kA 16(21.92)  57(78.08) 44(60.27) 29(39.73) 42(57.53) 31(42.47) 42(57.53) 31(42.47) 14(19.18)  59(80.82)
ENCYai 3(9.68) 28(90.32) 10(32.26) 21(67.74) 8(25.81) 23(74.19)  3(9.68) 28(90.32) 21(67.74)  10(32.26)

/X 2.183 6.842 8.775 20.302 22.984
P 0.140 0.009 0.003 0.001 0.001

F2 WER M54
_-— ROC i £k 45 5 .7 , SATB1 FH 1 . CBX7 BH 4 |
S R i v Be1, %20 SATB1 Al CBX7 ¥J fH . SATBL Fl CBX7 ¥ B ¥
i e 1 X1 M. IV#=1. T .IH=0 25 B W e AR 5 2 & W il 46 F 1l L (area under
WA 2 o B b= 1. s e O curve, AUC) 43 3l 7 0.640 (95% CI: 0.524, 0.756) .
B LR ;3 Bl #e0 0.659 (95% CI:0.546,0.771) . 0.739 (95% CI: 0.641,
SATBI £k 4 BifEe 1. B0 0.837) 1 0.743 (95% CI: 0.633, 0.853) . UL % 4
CBX7 %Kik X5 FAE=1, BitE=0 AL

*3 EMEEBERBE XS EZE Logistic BII3H S

=l 1.433 0.609 5.537 0.004 4.191 1.433 12.262
JiIeg 43 Ak A 1.579 0.751 4.421 0.009 4.850 1.658 14.189
e 754 1.564 0.737 4503 0.009 4778 1.633 13.978
SATB1 ik 1.602 0.713 5.048 0.007 4.963 1.696 14.521
CBX7 ik 1.562 0.716 4759 0.008 4768 1.629 13.951

&4 SATBI.CBX7 RiEMMEEMEAREE LB

SATBI1 FHE 60.27 0.481 0.713 67.74 0.485 0.827 0.640 0.524 0.756
CBX7 PR 57.35 0.454 0.688 74.19 0.551 0.875 0.659 0.546 0.771
SATB1.CBX7 ¥ PH 14 57.35 0.454 0.688 90.32 0.731 0.975 0.739 0.641 0.837
SATB1.CBX7 ¥ 80.82 0.696 0.786 67.74 0.485 0.827 0.743 0.633 0.853
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