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Application of pS3 and p57 combined with short tandem repeat
genotyping in diagnosis of hydatidiform mole*
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Ganzhou, Jiangxi 341000, China)

Abstract: Objective To explore the value of pS3 and p57 combined with short tandem repeat genotyping in
the diagnosis of hydatidiform mole. Methods Forty-six patients with complete hydatidiform mole, 34 patients with
partial hydatidiform mole, and 26 patients with edematous abortion who were diagnosed by pathological

examination from March 2017 to March 2020 in the hospital were selected as the research objects, and tissue
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samples were obtained. The expression of p53 and p57 protein was detected by immunohistochemistry. With short
tandem repeat genotyping for typing detection, the value of p53 and p57 combined with short tandem repeat
genotyping in the diagnosis of hydatidiform mole was analyzed. Results The villous stroma of complete
hydatidiform mole was obviously edematous, and water pool was formed, and trophoblast cells were obviously
proliferated; In some hydatidiform moles, the villous stroma showed slight edema, with pools, trophoblastic
inclusion bodies formed, and trophoblastic cells slightly or moderately proliferated; There was slight edema in
villous stroma of edematous abortion, and the proliferation of trophoblast cells was not obvious. P53 was positive in
41 cases of complete hydatidiform mole (89.13%); P53 was positive in 27 cases of partial hydatidiform mole
(79.41%); P53 was positive in 3 cases of edema abortion, the positive rate was 11.54%. P57 was positive in 0 cases
of complete hydatidiform mole, the positive rate was 0.00%; 30 cases of partial hydatidiform mole were positive for
p57, the positive rate was 88.24%; P57 was positive in 26 cases of edema abortion, the positive rate was 100.00%.
The genotyping results of 41 cases of complete hydatidiform mole with short tandem repeats were consistent with
pathological diagnosis, with a coincidence rate of 89.13%; The genotyping results of 31 cases of partial hydatidiform
mole with short tandem repeats were consistent with pathological diagnosis, with a coincidence rate of 91.18%; The
genotyping results of short tandem repeat (STR) in 25 cases of edema abortion were consistent with pathological
diagnosis, with a coincidence rate of 96.15%; The total coincidence rate of all patients was 91.51%. Through Kappa
consistency test, the two diagnostic methods had good consistency ( k = 0.755, P =0.000); The genotyping results of
p53 and p57 combined with short tandem repeats in 44 cases of complete hydatidiform mole were consistent with
pathological diagnosis, with a coincidence rate of 95.65%; The genotyping results of p53 and p57 combined with
short tandem repeats in 32 cases of partial hydatidiform mole were consistent with pathological diagnosis, with a
coincidence rate of 94.12%; The results of p53 and p57 combined with short tandem repeats in 25 cases of edema
abortion were consistent with pathological diagnosis, with a coincidence rate of 100.00%; The total coincidence rate
of all patients was 96.23%. Through Kappa consistency test, the two diagnostic methods had good consistency (k =
0.804, P = 0.000). Conclusion The p53 and p57 combined with short tandem repeats was of great value in the
diagnosis of hydatidiform mole.

Keywords: hydatidiform mole; tumor suppressor protein p53; cyclin-dependent kinase inhibitor p57; short

tandem repeats; diagnosis
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