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HWE . B  AFE# microRNA—126(miR—126) \microRNA-328 (miR —328) 5 M 4E STH#EH A O
WUE S (NSTEMI) B S AR Eme 404, J7iE IR 20215F1 A—2022F1 A TAEH KR FEERKS
#7191 4] 2o NSTEMI %5 AL, 577 R IR F BZ 2 15 B0 180 4] & B A * T BR 4R, LR MR 28G5 AL
FarrEty [R4K(BNP) LB 8B4 F) T 8 (CK—-MB) | Ui BL £ (LDH) | 5 BUILAS 2 & 1(cTnl) | K-F,
B miR—126, miR—328 kA8 £ 7, 4# 2k F TAFFIE(ROC) W& 454 BNP, CK—MB. LDH. c¢Tnl,
miR—126, miR—328 Tl NSTEMI #9Mf, A IBAIKAEIR S Ik EH4AIL(GRACE) #0454, H# 4 NSTEMI
BHESAEALL, P AERZ AW, WEI3EBNP, CK—-MB, LDH., cTnl, miR—126, miR—3284) £%, &
Pearson 48 % % # 4 #7 BNP, CK—-MB. LDH. cTnl 5 miR—126, miR-328 ¢948% M, £ R Y541 BNP,
CK-MB. LDH. c¢Tnl7K-F%&miR—328 mRNA 85t £k & & T EA(P <0.05), miR—126 mRNA A8 AA &
A& F 3B 28 (P <0.05) ., ROC W& 54745 R 27, BNP > 1149.684 ng/L. CK—MB > 34.760 ng/mL, LDH >
812.535 u/L, ¢Tnl>3.583 pug/L. miR—126 < 26.825, miR—328 > 1.215 % NSTEMI & R £ BB 18, AR5 7
4 84.2%(95% CI:0.714,0.854) . 84.7%(95% CI:0.723,0.921) .83.7%(95% CI: 0.741,0.882) . 67.9% (95% CI
0.595,0.789) . 87.2%(95% CI: 0.623, 0.932) . 77.9% (95% CI: 0.745, 0.836 ) , 4 5+ 1 & %] 4 82.8% (95% CI :
0.653, 0.912) . 83.9% (95% CI: 0.675, 0.931) . 83.9% (95% CI: 0.741, 0.963) . 74.4% (95% CI: 0.628, 0.844) |
87.9% (95%CI:0.573,0.917) . 82.8%(95%CI: 0.749,0.901) , #/ELLBNP, CK-MB, LDH. c¢Tnl7K-FZ miR—328
mRNAAAR K FEAKALA, FALEFZH(P<0.05), miR—126 mRNAABIT F X SHEAKELE ., b AAKAK(P <
0.05) ., Pearson #8EZ AN 4R E 4, miR—1265 BNP, CK-MB, LDH, cTnl £ i 485 (P <0.05), miR—328
5 BNP, CK-MB.,LDH . cTnl 2 EA% (P <0.05), it NSTEMI %4 #) BNP, CK—MB.LDH,cTnl/K-F %
miR—126, miR—328 mRNA A £k &5 RABEA £, FRNSTEMURFE#EE M L, miR—126, miR—
328 5 BNP, CK-MB, LDH, cTnl#8%, #5FmiR—126, miR—328F 2 &% NSTEMI-F-H5 i 69 37 A A7 &40
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Abstract:
microRNA-328 (miR-328), and myocardial injury markers in patients with acute non-ST-segment elevation
myocardial infarction (NSTEMI). Methods A total of 191 NSTEMI patients admitted from January 2021 to January

2022 were selected as the observation group, and 180 healthy volunteers who underwent physical examination in

Objective To study the relationship between serum microRNA-126 (miR-126), serum

outpatient department during the same period were selected as the control group. The levels of creatine kinase
isoenzyme (CK-MB), cardiac troponin I (cTnl), lactate dehydrogenase (LDH), brain natriuretic peptide (BNP), miR-
126, and miR-328 were compared between the two groups. Under ROC analysis, the predictive value of BNP, CK-
MB, LDH, c¢Tnl, miR-126, and miR-328 for non-STEMI was determined. Non-stemi patients were divided into low-
risk group, medium-risk group, and high-risk group according to global coronary event registry (GRACE score). The
correlation of BNP, CK-MB, LDH, and c¢Tnl wirh miR-126 and miR-328 was analyzed by Person correlation
coefficient. Results Compared with the control group, BNP, CK-MB, LDH, c¢Tnl and miR-328 in the observation
group were higher than those in the control group, and miR-126 was lower than that in the control group (P < 0.05).
ROC analysis showed that BNP > 1 149.684 ng/L, CK-MB > 34.760 ng/mL, LDH = 812.535 u/L, ¢cTnl > 3.583 pg/L,
miR-126 <26.825, miR-328 >1.215 were the best cut-off values for non-STEMI. The sensitivity was 84.2% (95% CI:
0.714, 0.854), 84.7% (95% CI: 0.723, 0.921), 83.7% (95% CI: 0.741, 0.882), 67.9% (95% CI: 0.595, 0.789), 87.2%
(95% CI: 0.623, 0.932), and 77.9% (95% CI: 0.745, 0.836), and specificity was 82.8% (95% CI: 0.653, 0.912),
83.9 %(95% CI: 0.675, 0.931), 83.9% (95% CI: 0.741, 0.963), 74.4% (95% CI: 0.628, 0.844), 87.9% (95% CI:
0.573, 0.917), and 82.8% (95% CI: 0.749, 0.901), respectively. There were significant differences in BNP, CK-MB,
LDH, c¢Tnl, miR-126 and miR-328 in patients with different severity of non-STEMI (P < 0.05). Compared with the
low-risk and medium-risk groups, the levels of BNP, CK-MB, LDH, cTnl, and miR-328 were higher and the levels
of miR-126 were lower in the high-risk group (P < 0.05). The correlation analysis showed that miR-126 was
negatively correlated with BNP, CK-MB, LDH, and cTnl, while miR-328 was positively correlated with BNP, CK-
MB, LDH, and cTnl (P < 0.05). Conclusion The myocardial injury markers and the levels of miR-126 and miR-
328 in non-STEMI patients were significantly different from those in healthy people, and correlation analysis
confirmed that miR-126 was negatively correlated with BNP, CK-MB, LDH, and c¢Tnl, and miR-328 was positively
correlated with BNP, CK-MB, LDH, and cTnl.

Keywords: non-ST elevated myocardial infarction; serum microRNA-126; serum microRNA-328; markers
of myocardial injury

2P0 LA# BE (acute myocardial infarction, AMI)
I 7% 2 L 3R B R A ek IR Bl ok oK A B B B B o
JA B AR, SR B K I 3 ek 2D o0 JIL 2 R
S AR, SR B kT 4k 2 I AT B0 LR
FLEIRFE, AMI 2 5 BUOFE R 1) 20k i ik 25 A AE
B s, 3 E H AT AMLE R A T LI E
PO H R AR TR R R . TE AMI AR
SR A7 0 98 I K st I R XHRE 1R T & AMIIRYT 1 5%
O U bR 2R W O i DR R 95 912 B AR AR
DLy (6 G A5 P s gl vz i (B 0 )
vy KU P T 5 V45 22 s U 9 3 - 2 ik g e
SEP I 238 O LR 7, 2 B0 WU O 25 P 4y
SRR . Bl A G PR XS IAL T microRNA (miRNA ) fiff
FITR A, B FEN B5L 3% i & B I3 microRNA-126
(miR—126 ) 75 0 i i 757 P9 R 240 L 0 TR0 ) 52 0™
WA R Rk, A e WL B R AT R o Il T
microRNA-328 (miR-328 ) M| 75 12 P .0 g ok J & vh

FIR B =", miR-126 5 miR-328 ik /K- #41] Jz ke
O U 55 B2 B (H A miR—126 . miR-328 7£ & Pk
ST Bt ¥ =5 %4 .0 UL A B8 (non—ST segment elevation
myocardial infarction, NSTEMI ) £ 2 &b J&] 1l o 2% 3K /)
W5, HJC miR-126 .miR-328 5 Z 1 NSTEMI #2350
U493 b 35 0 (R R DG MR 9 o 3T I, AR IF 98 WL 4%
S0 NSTEMI AR 250 WL b i ) 7K F S miR-126
miR-328 ik 5 AR A9 22 5%, JF 43 Hr miR-126 .
miR-328 5.0 LI 105 b 2 0 10 A G 1, DU S 2t
NSTEMI & # O WU 15 0 7 P4k B2 A1 S B, B4
SI=R/(1 N

1 ARSI

1.1 —RHER

PEH 2021 4F 1 H—20224F 1 A T EERRK2#E
P2 B IR O 191 ) 20t NSTEMI | & M WA 4, 5
TR R IZ BE 12 AR (8 1) 180 51 3k JE 7 hy Xt iR
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BEAKLL, 45 MicroRNA=126, microRNA-328 52 3k ST B s B0 WUIE i 25 O UR 5 F5 M i A G 1k

e E SRS N O i B v N S N T 4 O
W 4 R K EF Bk R LR, 22 B RS E B L (P>
0.05), AT A FutE (WL 1) . ARWF5E A E B B 2418
P B A H AL (IS . 2019-155 ), B F LG H 4
BN RE.
1.2 WWNSHERRIRAE

OM LR A O R 0 80 Al ST B4
o B0 WU AE 12 W 55 36 97 46 M ) 9 NSTEMI 1297
P il L2 AR 2EE S, S B2 T AR e £ ft e A4 4G L
ST M % G R ; QMR B H B2 APi<
48 h, i 5 15F 18] > 30 min . HEBRBR fE : OEE 1L ) fE
w5 @4 I IR & RO UG 5 B B H O AR
W DRPE RGO ; QN E DI RE ™ E R @G It

G PR 5 D0 R TR S SR A B @4AF IR > 75 %
OF | =p @10 ]t ]

1.3 Ak

131 WMEMAEH 5w WEHBRE ARG T
2 K AR B KA AR T MR 2 3R 2 e st AR 20 ik =
£ % iC (global registry of acute coronary events,
GRACE) P43 bR ™, X AR 3% (028 LD DI RE 739 O
LA 005 s A 0 K 7 o0 HL T ST AR 567 DA IESY, 43
J AR f& 41 (GRACE 343 < 109 43, n=61) | 1 f& 41
(GRACE PF 4% J 109 ~ 140 4% , n=78) . & f& 41
(GRACE 143> 140 43, n=52) o 3 41 By 1 544 5 96
ARERAL AR B, E R G EE X (P>
0.05), HAA M. WaR2,

Fz1 WEA—RERLEE
W/ ) JRETREY 5 R/ J&/
5 . 40/ @_7 A WAE%I#Z llﬁz‘ﬁ}j ﬁﬂlﬁ)j
(%, x+s) 51(%) (kg/m*, x +s) (mmHg, x +s) (mmHg, x +s)
WL 191 117/74 58.13 + 8.89 43(22.51) 22.94+2.05 126.79 +9.85 70.16 + 10.05
X R 180 108/72 59.11 £9.58 40(22.22) 23.15+2.16 125.44 £ 8.11 68.83 £9.25
X 1l 0.061 1.022 0.005 0.961 1.436 1.324
Py 0.804 0.308 0.946 0.337 0.152 0.186
xR2 AEEEEESMENSTEM E2FE—ERIEEE
AR Bi(%) AR S (%)
ekl n Hritl - ; >
EET HiTPE [FTiE A ek ik L W ESa
Rfedl 61 3724 3(4.92) 23(37.7) 17(27.87) 18(29.51) 6(9.84) 29(47.54) 26(42.62)
hfadl 78 50/28 4(5.13) 31(39.74) 22(28.21) 21(26.92) 9(11.54) 33(42.31) 36(46.15)
mfEdl 52 30/22 3(5.77) 22(42.31) 14(26.92) 13(25.00) 5(9.62) 28(53.85) 19(36.54)
i 0.554 0.424 1.711
PIH 0.758 0.999 0.789
132 WSS ARE MR- R F AR i B0 I VAL EE, H TRIzol 32 42 HUCM 41 1 v

Je BV Z) %o B2 T 25 H O Rl B DK I 8 mL. AL
5 98 O A 9% ¥ A 0 1k £ K (brain natriuretic peptide,
BNP) , i) & W H £ 2% NanoEntek 23 H] , F (4,750 &
LR it & i (actate dehydrogenase, LDH) , i 5 & 11
H Fi 1t Roche Diagnostics N AR KGRI AL R
1 T 15) T 1 (creatine kinase isoenzymes, CK-MB) (%
Y AT B A R 2 A L O HUULES 25 1 (cardiac
troponin I, ¢Tnl) CEBAE A YRRy A BR A 7)) o
133 EHRAEZZTREHH N (QRT-PCR)#
M miR —126.miR—328 mRNA A8 xf & ik & BTG
FEATR U i, X HAT 240 A S SR VX IR AL B ) IR

RNA , BTG 8 I L Uk 45 5 , i {0 7€ RNA Y%
IF 30 5L 5% i cDNA |, 17 qRT-PCR J2 i, $42 TR 7 &
(PEEBUAZAFD) BB B3 20 pL A & - SDW
8.0 pL, Power SYBR® Green Master Mix 10.0 L,
Forward Primer (10 pmol/L) 0.5 pL, Reverse Primer
(10 wmol/L) 0.5 wL, cDNA 1.0 wL. S 44 : 90 C
FAE P 10 min, 90 CAEHE 15s, 60 CiR K 1 min,
40 NIEI, U6 W NS, R 24k
miR-126 . miR-328 mRNA X} Kkt . 46 3R
A e BR ) & U B B R AT, B0l E A A 3 Uk,
FEIE. SIS RS,
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%3 qRT-PCRE|#FE7%l

EH 5149751 1Y bp
A s 5~TATAAGATCTGAGGATAGGTGGGTTCCCGAGAACT-3! 16
miR-126
I : S—TATAAGATCTGAGGATAGGTGGGTTCCCGAGAACT-3! 21
i : 5-GCGGCEGGEEGEEGCAGGAGGG-3' 18
miR-328
LI : S'—ATCCAGTGCAGGGTCCGAGG-3' 2
W[ : 5—CGCTTCACGAATTTGCGTGTCAT-3' 17
U6
I : S—GCTTCGGCAGCACATATACTAAAAT-3' 20

1.4 St FEFE

Bdi 53 57 R H SPSS 22.0 Gk fF . T Bk
PASIHL = B2 (x 2 ) 20K, HORCH ok 00 5 71 0B¢
B B L B3 (%) 3R, LB XA 2 TR
SIHT R BUAE 55 142 4 Logistic [0 A 4588 5 41 56 43 #r
J1I Pearson % 5 2 il 32 1K & T AF £ 1iE (ROC) T £k .
P<0.05 HZERA G ¥ E L.

2 #HR

2.1 P4 BNP,CK-MB,LDH.cTnl 7k ¥ & miR-
126.miR-328 mMRNA 183t & ix 2 LL &k

W %% 20 BNP, CK-MB . LDH . ¢Tnl /K 3¢ &% miR-
126 .miR-328 mRNA A X% 3 ik i 55X B th AL, &1
o 56, 22 7 A G it 2 L (P<0.05) , W %< 2 BNP
CK-MB.LDH . ¢Tnl 7K *F- & miR-328 mRNA #H X 3 ik

* 4 WHBNP.CK-MB.LDH.cTnl 7k F K miR-126 mRNA.miR-328 mRNA 83} Rix = b4

T X B2, miR—126 mRNA AH %) 26 ik 7K T %
M. WK4,

2.2 BNP. CK-MB, LDH, cTnl, miR-126. miR-
328 %t NSTEMI g F M &

ROC 142 43 Hr 45 5 7~ , BNP > 1 149.684 ng/L
CK-MB > 34.760 ng/mL, LDH > 812.535 u/L, ¢Tnl >
3.583 pg/L. miR-126 < 26.825, miR-328 > 1.215 &
NSTEMI (1) f {3 # W B, 80 M 4 5 o 84.2%
(95% CI: 0.714, 0.854) . 84.7% (95% CI: 0.723,
0.921) .83.7% (95% CI:0.741, 0.882) .67.9% (95% CI:
0.595, 0.789) . 87.2% (95% CI: 0.623, 0.932) .77.9%
(95% CI: 0.745, 0.836) , § 5 P 4> 5 h 82.8%
(95% CI: 0.653, 0.912) . 83.9% (95% CI: 0.675,
0.931) .83.9% (95% CI:0.741, 0.963) . 74.4% (95% CI:
0.628, 0.844) . 87.9% (95% CI: 0.573,0.917) . 82.8%
(95% C1:0.749,0.901) . WLFESHIE 1,

(x+s)

215 n BNP/(ng/L) CK-MB/(ng/mL) LDH/(uw/L) ¢Tnl/(jLg/L) miR-126 mRNA miR-328 mRNA
WL 191 149538 +301.18 40.13 +5.74 913.05 + 101.64 421£0.52 19.84 233 1.87+0.18
it I 180 29.33 +3.59 233 +0.31 215.14+27.13 0.11 £0.06 37.64+6.16 0.61+0.13
t1H 65.297 88.224 89.172 105.118 37.213 76.896
P1H 0.000 0.000 0.000 0.000 0.000 0.000
%5 BNP.CK-MB.LDH.cTnl.miR-126.miR-328 3t NSTEMI §) il %L &E 53 #r
- JEyr— N 95% CI A/ 95% CI FESE/ 95% CI
TRR R % TR R % TR R
BNP 1149.684 ng/l.  0.864 0.792 0.887 84.2 0.714 0.854 82.8 0.653 0.912
CK-MB 34760 ng/ml.  0.864 0.824 0.905 84.7 0.723 0.921 83.9 0.675 0.931
LDH 812.535 u/L. 0.857 0.817 0.898 83.7 0.741 0.882 83.9 0.741 0.963
¢Tnl 3.583 pg/L 0.741 0.666 0.773 67.9 0.595 0.789 74.4 0.628 0.844
miR-126 26.825 0.863 0.822 0.904 87.2 0.623 0.932 87.9 0.573 0.917
miR-328 1215 0.783 0.733 0.833 77.9 0.745 0.836 82.8 0.749 0.901
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1.0

0.8 [

0.6 1

U

04 14

0.2 !

oo .
00 02 04 06

1-FE bk
BNP.CK-MB.LDH.cTnl.miR-126.miR-328
¥ NSTEMI B9 ROC Bh £k

2.3 AR™EEE A NSTEMI B & BNP,CK-
MB, LDH, cTnl 7k ¥ % miR—126, miR-328 mRNA
X RIEZELE

N A ™ i FE B NSTEMI & %% BNP. CK-MB,

B 1

LDH . ¢Tnl /K *F & miR-126 . miR-328 mRNA #H % %
REME, G EM . ERAGITEE L (P<
0.05) ; & féo 20 BNP . CK-MB . LDH . ¢Tnl 7K *F- % miR-
328 mRNA A X} % ik & B K G v fa 41 7 i (P<
0.05) , miR-126 mRNA #H X} 2 ik f BN A | rp £ 21 %
K (P<0.05). WFE6.
2.4 BNP,CK-MB.LDH.cTnl 5 miR-126. miR-
328 HItH KT

Pearson A 3¢ PE 43 #7145 3 i 75, miR-126 5 BNP
CK-MB. LDH. c¢Tnl £ i # 3¢ (r=-0.531. -0.546
-0.576 F1-0.622, ] P =0.000) , miR-328 5 BNP , CK-
MB . LDH . ¢Tnl £ iE #H ¢ (r =0.517 . 0.572 ., 0.526 F
0.559, 39 P=0.000), WL 2.3,

*®6 AEEHERESMENSTEMI EE BNP,.CK-MB.LDH.cTnl 7k F & miR-126.miR-328 mRNA t8%t &KL= tb &k

(xxs)
215 n BNP/(ng/L) CK-MB/(ng/mL) LDH/(u/L) cTnl/(pg/L) miR-126 mRNA  miR-328 mRNA
Rfad 61 1171.64 +252.16 34.11+5.11 816.74 + 106.94 3.53+0.33 25.16 +2.34 1.26 +0.19
g 78 1 379.46 + 284.66" 38.45+5.67" 887.65 + 113.89" 3.94+0.48" 21.49 +2.027 1.68+0.217
mfEdl 52 1533.97+369.85"% 4235258177 929,69 +116.98? 441+058"% 1831 +142"% 1892025
F1H 20.770 31.310 14780 49322 167.625 128.091
P1H 0.000 0.000 0.000 0.000 0.000 0.000

I OSRGEH L, P<0.05; Q5 fEH L, P<0.05,

2500 r

r=-0.531
P =0.000
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B2 miR-126 5BNP.CK-MB.LDH.cTnl #t8 &%
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4133 %
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B3 miR-328 5BNP.CK-MB.LDH.cTnl B8 &%

3 g

NSTEMI ()% Wik £, 55 8. H L.
fe L B R AR R BOZ R kA, B R
e AN B A 36 I e R B, NSTEMI B3
WAL R =, L PR DK BE ek 22, 1/ AROE B i
B, S K g E S ko LA 2305 . 0 LB I
BB IRFEM ) [F] I NSTEMI 2 % 22 0 300 L 45
O JUL 20 B P 7 Bt B RS R I VR A R e, HE
—Fa bk DU A B P A A, PRI PR 22 T BNP L CK-
MB. LDH. cTnl % .0 L 1t #5 i& ¥ 8K & 2 Wi
NSTEMI"™, miRNA 1}y N I P /N 53 F RNA, 7
HEAEYN T A, BARERSE, ZEH
BB HE I T, KEEH 18 ~25 nt, 1E
Y pas s At AR SRR AR RS b RS
HF2 3R /KT AT S e A i AR 2 5 44 1 HLAE!T.
I AE R AT miRNAs (Y FEARWIR A, & I miRNAs
E A febr EWPH T 2mgEmnmiewih, BA
L T DB A D A I O TN 1K=/
I B A AR SR A — E 52 . miR-126 5 miR-328
129 miRNAs G5, 340 miRNAs G005 1 A 5T
N, HU ZEVL I miR-126 XF PI3K/Akt/mTOR i %
HEATHOE NI 2 5 B W & LI R I miR-

126 55 WIS ALE A G, H X miR-126 M1 5
S0 BT E P RS 6 RE B 1 g 5 ZHANG 45PY
fifF 52 6 W miR-328 5 3% W 40 it 5 4 s A5 %, Al
005k e E R BV D 5 ZHLAO 45220 0] 388 3 A6 I T 4
Ji 98 FB R N miR-328 (% ik K, & B miR-328
55 O0F 40 g g A ¢ o {H X miR-126, miR-328 5
NSTEMI i 3¢ & HEr 58 #/>, H BNP. CK-MB,
LDH. cTnl 5 miR-126. miR-328 )¢ 2 i A~ W1 .

AHFSE 7% M%< 40 BNP, CK-MB, LDH. ¢Tnl
7K B miR-328 mRNA A XF 26 ik & & T X B 41,
miR-126 mRNA A X} 35 (R T X B2, 4575 BNP |
CK-MB . LDH . ¢Tnl . miR-126 . miR-328 5 NSTEMI %
A TN T . OBNP AE O L4 K2 b 2808
R BEA L EN, N R R R E
ML 5 1 25 B VE o NSTEMI & A 5 0 % 046 o
BT BEAR, BEAE X R S i 0 LA 02 i R
L ZE WLBNP & 5 LR R AP 22 49 S5 80 fil
AMI 8 35 B 80 19l {5 7 J 4 1< 19 BNP 7K 7 i 47 46
W5 e, KB AMI B E BNP KPR R, AR
BNP {9 { . @CK-MB > JULFR 3 /i [7) T8, LDH
S WUEHE PR RS, 7EO WA S B s L T
AR, 7ENSTEMI &4 J5 il [T, DB %R
S P AMI H 2 175 CK-MB & T BEx I, 574
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FIAKLL, %5 MicroRNA-126, microRNA-328 5 2 Ak ST BL i AL VA 34 O USG5 b s 0 (X A 56

WEFE i3 4516 — 2. @cTnl N HLESE H HZ A,
ST EB/N, IEERET &AL, UE O LA
M f77E, I T2 W NSTEML i /. %
PRSI AMI B Tl K Fh 5 5K M5 551 & B
AMI (85 ABE IS Tl 7K T FExt B2, Al 44k
cTnl B (H . @miR-126 ] IZ /A 78T N 4l v
S RN N i1 IR AN E el S ) ok e T
AeRe N B AL RE R AVE T, ELAE N B 40 M b A R
52635, NSTEMI KA J5 P B2 20 Thse gl
It miR-126 ik fifi 2 HH B 22 S vk o o) 0 8% 250t
126 5] AMI £ 35 % 89 {7l AMI £ 3 () IfiL 7§ miR-126
PEATREIN , IF B H 5 AMI R TS A B A A &
PE, &P AMI B %% miR-126 /K V- (86.61 +24.52) 1%
Tt BE 4 (342,18 +75.66) , I3 a3 A 3¢ 1 HiE 5K
miR-126 7K 7 5 AMI {8 3 Wi f5 S A 5¢, Al A TEAR
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