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HE . BB KT TET2 A B 458 % S (152454206 1512498609 ) 5 2ok JUAE 58, 2 B PE 69 48 55 P2
FoiE ATBEMEZRER 20224 1 A—20224F9 A RIS IR IR B B RS 69 S LR 58 B B AE A gml 4, 7 2RI
RZ AL RABAE A ST BAL, B21506), WA AmA— A TAL B A AR K S54R, KR FoE T F RO B4 L
(gRT—PCR ) # TET2 2 B 152454206, 1s124986094% 5 A B A, £ % B4 Logistic 12 ¥ B2 A7 %ok L bbs
AR E AW R R, &R MATET2 AR 152454206 4% %5 rs12498609@é?%[£]@_%$ EReE N E e
B, ZFHARITFEL(P <0.05) ., $HZ Logistic 2 F @S LT, &/ [OR=2.022(95% CI: 1.202,
3.401) ], TC [OR=3.045(95% Cl:2.146,4.320) ], TG [OR=4.052(95% CI:2.405,6.826) ], LDL-C [OR=
3.022(95% CI:1.889,4.834) ], 15245420645 AA A FA [OR=4.697(95% CI:2.675,8.249) ], 15124986094 %,
cc%gri]iiﬂ[chzziw(%% CI:1.215,3.795) [ %vh 2 Mo JURR S8R & 69 R B & (P <0.05) ,HDL—C[6R=
0.057(95% CI:0.015,0.216) ] £ #mm EESPUB g 28R R E(P <0.05), it 2R SIUERM LA L %
FrEE o, P TET2 K H 152454206 45,8 AA K E A | 151249860945 & CC A FH A 7T 45 Zobh s MU IT 5) BulE3g
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Association between single nucleotide polymorphism of TET2 gene
and susceptibility to acute myocardial infarction*

Wang Qing-lei', Fu Shan', Li Shu-cheng', Wang Hong', Jiao Guang-mei’, Huang Xian-sheng'
(1.Department of Cardiology, 2.Department of Neurology, Affiliated Hospital of Chengde Medical College,
Chengde, Hebei 067000, China)

Abstract: Objective To investigate the relationship between single nucleotide polymorphism of TET2 gene
(rs24542006, rs12498609) and susceptibility to acute myocardial infarction. Methods We prospectively selected 150
patients with acute myocardial infarction admitted to our hospital as the case group from January 2022 to December
2022, and 150 healthy people admitted for physical examination in the same period as the control group. We
compared the general data and blood lipid related indicators between the two groups, and determined the genotypes
of 152454206 and rs12498609 of TET2 gene by polymerase chain reaction (PCR). Logistic regression analysis was
used to analyze the risk factors of acute myocardial infarction. Results There were significant differences in
genotype frequency and allele frequency at rs2454206 and rs12498609 of TET2 gene between the two groups (P <
0.05). The results of univariate and multivariate logistic regression showed that Hypertension [OAR =2.022 (95% CI:
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1.202, 3.401) ], TC [OAR =3.045 (95% CI: 2.146, 4.320) ], TG [OAR =4.052 (95% CI: 2.405, 6.826) ], LDL-C [OAR =
3.022 (95% CI: 1.889, 4.834) ] level, TET2 gene rs2454206 locus AA genotype [OAR = 4.697 (95% CI: 2.675,
8.249) ], 1512498609 locus CC genotype [OAR = 2.147 (95% CI: 1.215, 3.795) ] were risk factors affecting the
occurrence of acute myocardial infarction (P < 0.05), HDL-C level [OAR = 0.057 (95% CI: 0.015, 0.216) ] was a

protective factor affecting the occurrence of acute myocardial infarction (P < 0.05). Conclusion The occurrence of

acute myocardial infarction is affected by many factors. The AA genotype at rs2454206 and CC genotype at

rs12498609 of TET2 gene may be related to the increased susceptibility to acute myocardial infarction.

Keywords: myocardial infarction, acute; TET2 gene; polymorphism, single nucleotide; disease susceptibility
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FFEE B R AE . R UL R R A R
LM UBE FE X 8 3 0 3R 97 R s B A B R A 48
FE N R FE IR ER T
BN — 4 32 SR A, R HI & DNA H 3L
B, B L WU 4B (ten—eleven translocation,
TET) ZKi%JE T LR sF iRUN A B R %, Wi A
FG TET1, TET2 J TET3, W] a4 fk 5 FF 5L g v e
Ak Ry 5—F% FH L i g E ok A& U DNA B 3L Mk, 2
DNA 2 LA 1 S g -y B, 98 A B4 TET
W B DL AE 9 E A 2 R0 B T AR AT TR
88, I T AE Sk kB TET2 75 30 Jik ok R 6 £k 955 78
BE R RBAKTT W, =5 3 kok R 6 £k i) gk 2
A R RISl bk oK A B L A S SR I 1L A R
I AR AR T RV, Ay I 2 3 A DT TET2 14 2 g i 2k
A fE 5 2k WU B8 1Y & A B VIR 56 . TET2 3£ A
152454206 3 55 . 15124986009 {37 5 875 T B i 52 5 46
Z s AL S A Y, —F RR B S Aol
FEBE 1 5 B AR O R AT REAF S . Wk, ARIFR
LT kA R £ & PE (single nucleotide
polymorphism, SNPs) i £ 5 2 1E.0 UEESE % A 1 AH
Kk, DU 2otk O IURE B 4 B 4 1 S 4R 11 IR
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A PE 2 B 2022 4F 1 H —2022 4F 9 H 7k ffi =
Bt BT I8 B2 e MACT 1 150 f81) 2 MO LR B B8 35 A S
40, 55 v U] 913% B 150 451 £t B A BEAE Jg %o 1
Ao WHHAANARNE: (—) fFE 20 NIERE 2
Wrbm i o (DAFF 72 BRI PRAE AR o 298 58 & AE i 21

1.1

FLF5 Y M B 5 0 AT KR BEPE R 5 @) I T L
WURSEAR S BCE o O NUILES 3 T . LR it )
T (CK-MB) 7K VT 5 5 QFF 76 FEAE P (9.0 e [
AR AL G g B Q U L ST BE AR 5 L ST-T 8l 45
s @RSk, fFE0.Q . @ E D
2 T 55 @I B ] 2 Wk 2otk U BE . () ABE
I H4 R B2 52 A0 56 8 05 1R 97 I 5% e 48 AR K COF-
(=) B, JC v 38 A5 5 (O I PR %8 8} 52 3%
o A HEBR AR . (—) & I M e 5 () M L
W AR Lot s (=) B IR BR AR 04 8 il
(DY) A 5 Ak O E S XU O B35 2 2 UL
() B IF™ERE IR o X A A AR
(— ) {5 A A 5 350 S ok e 3% 1E 5 5 (=) TG oek O 9
SO IUBE B 1 A8 G PRE AR o X HECZH HE R bm o -
(—) G I RGP R  5 (=) b T AT iR
T 7L A0 B ARG 3 AR I 5 8 R B R A AR PR 51 4
fEHE, B ANE T E G R S

1.2 FHik

1200 FARAR AR SR AT E A A ) A AR R AR
W MRS PR FEEC(BMI) . i L OB R
MRS B L AR 15 L

122 fgtakdgiaien RS AL
X (#43-; AUS800, 2 [ Beckman 2% ] ) K I £ 3% 24
AR EE(TC) . Hl =8 (TG) . =% BN & A IH
i (HDL-C) | %5 B B 2 1 I8 [ B (LDL-C ) K- o
123  FEHRALZEREH4RE(QRT-PCR)#&
M TET2 2 B 152454206, 1512498609 4% & A B A R
FH 4 1 25 PR 2 P DNA 42 ORIt 790 6 (b o | 4
i AW AR A IR A SR B4 5L 4H DNA; [ H
T100 %! PCR ¥ ( 3% [# Bio—Rad 23 7 ) #£47 PCR & I ,
25 wL PCR S W & % : DNA #i4 2 wL. 10 x Taq
Buffer 2.5 L., Taq DNA % & B 1.5 pL (1 w/plL) |
dNTPs (10 pmol/L)0.5 w1, MgCl, (1.5 mmol/L) 1.5 L,
ER 545 0.5 WL (5147 51 W36 1) , Jin 2K B 3
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757K 16 pL. PCR I 45 14 : 95 °C Fii 28 #£ 2 min,
95 °C ZEE 30 5,60 °C 30 s ik, 72 °C 30 s FEH, 1
FR351K,72 °C 10 min FHIEH . 10 L PCR ¥ 5
2 pL 6 x Loading buffer iR 5 W , R F 2% 1 35 B i
BERCAE 120 V HL 90 mA HL I T HL YK 30 min; R H
BEIR 5444% (GELDOC-IT TS, 3£ [E UVP 23 A 443
My s B B Ry R B R Baik B2 AT
A TR (R ) IO A5 RS RN Y .
1.3 Sit=rFHiE

B 43 A R FH SPSS 23.0 Gt a1 Ok
DAFIHL + AR 22 (x + 5) TR, FUECFH ¢ K06 5 140
RELAAE R 80K (9% ) Fom, LB XK 36 s Z I &R
Logistic 1% & [8] 5 73 B 52 W) 214 0 WILAE B & A= 1 s
KR ZE. P<0.05 HESFAGITFEX.

%1 gRT-PCRE|¥57!
" EILYNS
(DAY EL/1EZ])
FE/bp

1E N : 5'~AAATTGCCTCCTTATCCCACT-3" 21
152454206

I : 5'-TCTGACCAGACCTCATCGTTG-3' 21

1M : 5'-GAACAGGATAGAACCAACCA-3' 20
1512498609

J2I : 5'-TAAAGTCAGGACTCACACGA-3' 20

2 R

FAREL TR R
P2 A% PR BMI IR AR E A, 25 5 G
it F R X (P >0.05) ; W5 4 & 0 A DR 9 £ R
K TC.TG ,HDL-C .LDL-C /K - He &5, 22 A it 2
HX(P<0.05), W1,

2.1

F1 WMARLZERRE (n=150)
215 ARIS/(%, x £ 5) Bz BMI/(kg/m?, x + 5) i #1(%) WEbRE (%)
e 60.28 + 8.94 85/65 24.85+1.78 60(40.0) 36(24.0)
papistiil 59.95+9.17 79/71 24.83 +1.85 34(22.6) 19(12.6)
AL 0.316 0.484 0.095 10.473 6.434
P1H 0.753 0.487 0.924 0.001 0.011
45 W (%) R BiI(%)  TG/(mmol/l, x+s) TC/(mmol/L, x+s) HDL-C/(mmol/L,, x+s) LDL-C/(mmol/L, x +s)
S il 2 48(32.0) 54(36.0) 1.64 £ 0.50 4.69 +0.80 1.18 £0.16 2.65+0.52
XJHRZH 39(26.0) 57(38.0) 1.33£045 4.08 +0.66 1.28 £0.19 2.37+0.48
/1A 1.311 0.129 5.644 7.204 4931 4.846
P1H 0.252 0.720 0.000 0.000 0.000 0.000

2.2 TWHATET2EE rs2454206 i S B F RIS |
SN EFESRE LR

993 191 2 TET2 52K 152454206 137 15 AA (AG GG
T 2 43 ) K 86.00% . 13.33% 1 0.67%, A .G %
A7 35 DR 43 5] 92.67% 1 7.33% 5 Xif R 4H TET2
B A 152454206 17 55 AA L AG , GG HE PR BT R 43 51y
56.67% .36.00% 1 7.33%, A .G 25 (i 5L PR % 0 5]
H 74.67% F125.33%, 15 20 Ik R4 R S A FE ]
WAL, ZR A G EE X (P<0.05), WL3k2,
2.3 Wi4H TET2 & [F rs124986009 {i & & & 71 &
B EMEFERELE

9 191 26 TET2 5 P 1512498609 137 & CC . CG . GG
B R A3 1l 84.67% . 15.33% F10.00%, C.G
25 37 3 RSB R 4y ) K 92.33% I 7.67% ;5 XiF R 4]
rs12498609 {37 15 CC. CG ., GG K& [K &I 45 3K 43 51 Ky

K2 TATET2E[E rs2454206 i S EEBISHE

EMERMELRE (n=150)
LRI TR S FE R AR
ZH 5 $1(%) B (%)
AA AG GG A G

W4l 129(86.00) 20(13.33) 1(0.67) 278(92.67) 22(7.33)
XHHRZL 85(56.67) 54(36.00) 11(7.33) 224(74.67) 76(25.33)
X 1H
P{H

33.002 35.564

0.000 0.000

72.00% . 25.33% 1 2.67%, C .G 27 A5 %45 5
9 84.67% F1 15.33% , 1 &[] B PR U AR R | S v Fik [HI
BRI, 22 A Gt L (P<0.05), W3 3.
2.4  FNn 2O AAETE & & 1 % E & Logistic &
F RIS

A7 AR 4 M Logistic MUFREH DL N &bk
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#3 THTET2HE rs12498600 fi sk E B, A EASHT (a, =0.05 , a,=0.10) Z5 R oK @i &

SMERMERE (n=150)
FE R TR S PR AR
415 11(%) B (%)
(ol CG GG o G
JIZ 127(84.67) 23(15.33) 0(0.00) 277(92.33) 23(7.67)
XTHRZH 108(72.00) 38(25.33) 4(2.67) 254(84.67) 46(15.33)
X 1H 9.225 8.663
P1H 0.002 0.003

ODUVESE (0 = fEREXTIE, 1 = 2P0 IUESE B )
VE R AR . DA LR B R 3R o0 v 25 3 A et o
BXWMHEEERAZRE., PIE T HIMEO =4, 1=
&) BERE (0= &, 1 = J&) \TC(LPR{E) TG (bR
{8 ) HDL-C (SZ PR {E ) \LDL-C (SZBR{H ) |\ rs2454206
7 5 (0 = AG/GG, 1 = AA) . rs12498609 {i7 m F [X 1
(0=CG/GG,1=CCERAZR ., ZHE Logistic &

[OR =2.022(95% CI: 1.202, 3.401)] . TC [OR =3.045
(95% CI: 2.146, 4.320)]. TG [ O R =4.052 (95% CI:
2.405, 6.826)]. LDL-C [O R =3.022 (95% CI: 1.889,
4.834) ] . 1s2454206 fif 15 AA F K [ O R =4.697
(95% C1:2.675,8.249)].rs12498609 {3/ 55, CC F [H #!
[OR =2.147 (95% CI:1.215,3.795 ) | 52 5 Wi 2k 0 AL
BT % 1 (9 75 1 I 2 (P <0.05) , HDL-C [OR =0.057
(95% C1:0.015,0.216 ) |J2 5% M 21 0 WUBEBE 2 A 1Y
PPN E(P<0.05) (LK 4), KIEFIME . TC. TG,
HDL-C .LDL-C %R 22 R 5, K JH Logistic [B] 14
Iy M, G5 EOR . TET2 3 [H rs2454206 11 5 AA
HRI[OR =5.134 (95% CI:2.517,9.013)] . rs12498609
f37 15 CC HE N FI[OR =2.462(95% CI: 1175, 4.023) /}
SR S 2 vk O UL BE B R A e B R
(P<0.05),

F4 RIMAUEOIUEEL £ Z EE Logistic B & B35 T 54]
= ) - 95% CI
fi i 3 S, Weldx P o TR I
TR 0.704 0.265 7.040 0.008 2.022 1.202 3.401
BEIRI 0.565 0.324 3.040 0.081 1.760 0.932 3.321
TG 1.399 0.266 27.641 0.000 4.052 2.405 6.826
TC 1.113 0.178 38.905 0.000 3.045 2.146 4.320
HDL-C -2.865 0.679 17.783 0.000 0.057 0.015 0.216
LDL-C 1.106 0.240 21.301 0.000 3.022 1.889 4.834
12454206 i 5 FE PR Y 1.547 0.287 29.002 0.000 4.697 2.675 8.249
1312498609 137 15 FE A 0.764 0.291 6.918 0.009 2.147 1.215 3.795
Wik 3.495 0.837 17.442 0.000 = =
3 itie FEHE A AR o R TET2 Ja 65 1) 28 1 5 2 — F 2 00

O LA 95 2 R M JUE R AL 1) 2, A0 456 i
PRSI ke 9 il it 4 9 9 S A0 B ke g o Bl %
7 AR K AR W & 2, A ER O I A B0 IR 9T
BRI T H R VE R H H ATz 5 5% 2 5
ORI BT 1 B R 22— S bk o A T Ak 2
— i PR, HRRAE 2 B Ik B e B BT L R
L S 2T 4k W o m AR R SR e O e K Bl ), IR AT
RET | & 2k O UEZE 2t 0 WURE BB 1 52 i 1A 3=
A2, Hov Bl A AL 65 v I OB RS LA B TC
TG .HDL-C ,LDL-C 5" SR M A — 2, B
AR PR AN AL 2 Bl e S AT RE RS in St AL

TR I L A oo R G IR R Fe (ORE B XA 4R
il , A4 DNA A 14 5— PP R 3 0 S Ak oy 52 g
W WE FEAT AL, BN Ry 2 TE 3 LR ) e A
(10 R Y R 1O, TET2 R AT 9 4 38 1 T 240 ff/
LA D 4 1 BT, LA A 9 AT RE S B M
MR iR ) AR, BRSBTS BT 9T 2 48k
S, LR GEAE B DK R RE AL R R R, in 2z 3
Jok ok Ao s L T A O JURE B8 K AR XU g
A PR RS, TET2 58728 ] GE7E 2t O WUBESE Y &
A R R E R A

FUSTER A1 BA LA 2y ok ok 1 6 Ak 5 J AR %5 B2 i
HHZ B Z /N RO S E 0 5, K B TET2 SR 240 i
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) 53 B T S0/ B Ik ot A A A R B g K
/NS RN, H WA DR R 40 i TET2 28 28 16 2 ik s A
WA R AE T . ARBESE v, 5 ) 41 5 %) HR 4 A
H TET2 5 [H] 152454206 137 55, 1512498609 37 1 114 5 [
RUN AR Je S5 B I3 26 57, HZ2 &R Logistic &
A 0105 9 B 45 5 R, TET2 5E [ 152454206 37 55 AA
FER AL | rs12498609 17 p5, CC 3 R BY & 52 i) 2 M0 L
REFE A A 0 AU RV, 23 B AR AL T 8 2 i T
3R 2 AN 2 AR S B TET2 3 (K 4 ) () 26 1 2 RE 32
2%, TET2 9 W 1 Bk 2% 5 2 Jok ok A s %) S B PR 3R
VT L2 B 3 R R R AL oM B D RE R AT |
o H A= 28 S L ARG DG, T 3 ok oks A A Ak R AR S R A
TR RS K (%) 22 DR3P, S o0 ki I A8 205 1 32
T LA, TR 10 B ok ok A A A B B T R 3E i b
FEFEAR BN K I 2P0 WURE B8 & A RS . AR Y
FEAEA L Z AL | AL FE AR A /D0 557 b 35 R i 45
PR 28 5% - S50 B P O 27, TR b S 20 5 B AT R
FEA Z L iR B0 X A 98 2518 HEA T 50 UF .

ZE LTI, 2ok O WU BE Y & AR 22 Z2 Fh R 2 5%
M, o TET2 3 P 1s2454206 11 5 AA JE U
1512498609 1/ 5 CC K& PR 8 AT g 5 2tk 0 LA BT 5 Jak
PERE A G, X T 2R T R A i SRR &
PRIRE IR , DARE AR 20O WU BE & A2 KU -
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