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HE. B KT EREREE R 2F microRNA—27a (miR—27a). microRNA—203a—3p (miR—
203a—3p) RIABHTUGH X R, ik RR20164F3 A—2017F3 A LA EFHEFEHHPRE —WEERT
B TS RO 12361 R E S B AR AP R, 5 IRE L RAL BARE AR 64 DIV A 2182, KA BB KT T
BB RS A M A SO LKA Ae s BB B f2 7 miR —27a, miR—203a—3p #9.&3k . S AATRE & B feif miR—
27a, miR—203a—3p A3 F A T 5 6 RRILAFALR) £ & . Kaplan—Meier &£ 74 w1 & 57 s miR —27a, miR—203a—
3p XL REFFEN XL, FAERASAE CoxMBEASMREFRELTSHYmE L, ER ARMALF MR-
27a, miR—203a—3pAAxtE ik &% THRRA(P <0.05) . MWEaHIH . 2R ERS, ARCLEHEBLERE
FARE R AT A miR—27a, miR—203a—3p st kX & TIESH 1. TH. SHEBEZ T, THELEEH
BEH(P<0.05), FESFE R BIFBALEAE % FARE AT 7 miR —27a, miR—203a—3p A8 Ak
B, EZFALGFFENL(P>0.05), miR—27a & &k 455 % 42 A FALT miR —27a4& £ A 28 ( P <0.05) , miR—
203a—3p # AR U5 B A F FAKT miR—203a—-3p A X 4L(P <0.05) . £ HF CoxBASMLERB®: MBS
L HR=1.730(95% CI: 1.434,2.099) ] it & 2 45 4 [ HR=1.602 (95% CI: 1.191,2.153) ] . miR—27a[ HR=
2.041(95% CI:1.813,2.463) ] .miR—203a—3p [ HR=2.060(95% CI:1.921,2.279) | & A% % & % 7 #3 %
B (P<0.05). % B4 Cox A% R %4 A8 I8 HR=1.973(95% CI:1.245,3.219) ] A # &
2 545 [ HR=2.637 (95% CI: 1.158, 6.008) | . miR—27a > 3.09 [ HR=2.484 (95% CI: 1.435, 4.301) ] . miR—
203a-3p > 2.79 HR=1.660(95% CI: 1.236,3.058) | 25/ & X TG M2 Pra B £ (P <0.05), %t £F
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Relationship between serum expressions of miR-27a and
miR-203a-3p and prognosis of patients undergoing
radical resection for esophageal cancer®

Yang Jin-hua, Zhao Tian-zeng, Zhang Ling
(Department of General Thoracic Surgery, The First Affiliated Hospital of Henan Nanyang
Medical College, Nanyang, Henan 473058, China)

Abstract: Objective To study the preoperative serum expressions of microRNA-27a (miR-27a) and
microRNA-203a-3p (miR-203a-3p) in patients with esophageal cancer and their relationship with clinical outcomes

of patients. Methods From March 2016 to March 2017, 123 patients with esophageal cancer who underwent radical
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resection for esophageal cancer in our hospital were selected as the study group. Another 64 healthy people who
underwent health checkup during the same period were selected as the control group. The serum levels of miR-27a
and miR-203a-3p before the operation in the study group and those during the health checkup in the control group
were detected by quantitative real-time polymerase chain reaction (QRT-PCR). The relationship between serum levels
of miR-27a and miR-203a-3p and clinicopathological characteristics in patients with esophageal cancer was
analyzed. Kaplan-Meier survival curves were used to analyze the relationship between serum levels of miR-27a and
miR-203a-3p and the prognosis of patients. Univariate and multivariate COX regression analysis was performed to
determine factors influencing prognosis of patients with esophageal cancer. Results The serum levels of miR-27a
and miR-203a-3p in the study group were higher than those in the control group (P < 0.05). Besides, the serum levels
of miR-27a and miR-203a-3p before the radical surgery in esophageal cancer patients with stage III tumors, poorly
differentiated tumors and lymph node metastasis were higher than those in esophageal cancer patients with stage I to
II tumors, well differentiated tumors and no lymph node metastasis (P < 0.05). There was no difference in the serum
levels of miR-27a and miR-203a-3p before the radical surgery in esophageal cancer patients with different age, sex
and tumor location (P >0.05). The 5-year overall survival rate in the miR-27a high expression group was lower than
that in the miR-27a low expression group (P < 0.05). The 5-year overall survival rate of patients with high miR-203a-
3p expression was lower than that of patients with low miR-203a-3p expression group (P < 0.05). Univariate COX
regression analysis showed that tumor stage [HAR = 1.730 (95% CI: 1.434, 2.099) ], lymph node metastasis [HAR:
1.602 (95% CI: 1.191, 2.153) ], miR-27a [HAR =2.041 (95% CI: 1.813, 2.463) ] and miR-203a-3p [HAR =2.060 (95%
CI: 1.921, 2.279) ] were prognostic factors of patients with esophageal cancer (P < 0.05). Multivariate COX
regression analysis showed that stage III tumor [HAR: 1.973 (95% CI: 1.245, 3.219) ], lymph node metastasis [HAR:
2.637 (95% CI: 1.158, 6.008)], the level of miR-27a> 3.09 [HAR= 2.484 (95% CI: 1.435, 4.301) ], and the level of
miR-203a-3p = 2.79 [HAR = 1.660 (95% CI: 1.236, 3.058) ] were independent risk factors affecting the prognosis of
patients with esophageal cancer (P < 0.05). Conclusions The serum expressions of miR-27a and miR-203a-3p are
up-regulated in patients with esophageal cancer, and their expressions are related to tumor TNM stage, degree of
differentiation and lymph node metastasis. Besides, high expressions of miR-27a and miR-203a-3p are independent
risk factors for poor prognosis of patients undergoing radical resection for esophageal cancer.

Keywords: esophageal cancer; microRNA-27a; microRNA-203a-3p; radical resection of esophageal cancer;
prognosis
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27a .miR-203a-3p M A HE .
1.4 FEif

Jr A B LY 54 SR AR R 3 H B DT
LR, 2L AEBE T 1R, 55 3 ~ SAEREAE Bl Y
LR VATTIZ SIS 7 UBE Vs, #E H 90 2022 4F
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Y E 279 M FE, 43 b miR-203a-3p 5 KA 4
(miR-203a-3p > 2.79) Fl miR-203a-3p ik % ik 4
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>60% 55 3.16 £ 0.47 2.84+0.39
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*x2 ZMEBEEEEVENEEZE Cox NS
- . - 95% CI
EES: s b S, Wald x P HR = e
AR 0.141 0.130 1.176 0.642 1.151 0.892 1.486
5] 0.174 0.149 1.364 0.514 1.191 0.889 1.594
Jioge A 0.259 0.190 1.858 0.319 1.296 0.892 1.880
ST 0.249 0.212 1.283 0.309 1.380 0.847 1.944
e 0471 0.151 9.729 0.000 1.602 1.191 2.153
v 43 0.566 0.196 9.276 0.000 1.730 1.434 2.099
miR—-27a 0.641 0.181 11.667 0.000 2.041 1.813 2.463
miR-203a-3p 0.717 0.214 12.696 0.000 2.060 1.921 2279
*x3 HMEEERBETMENSEE Cox BASHESE
HAE R b S, Wald x° Pl HR e
TR R
Ak EERERS 0.970 0.420 5.339 0.006 2.637 1.158 6.008
i e 31 T 0.680 0.235 8.373 0.000 1.973 1.245 3.129
miR—-27a>3.09 0.910 0.280 10.563 0.000 2.484 1.435 4301
miR=203a-3p=> 2.79 0.565 0.231 8.287 0.000 1.660 1.236 3.058
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