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Research progress of long non-coding RNAs associated with
osteoporosis®

Tang Xing, Liu Rui-duan
(Department of Spinal Surgery, Affiliated Hospital of Guilin Medical University,
Guiling, Guangxi 541001, China)

Abstract: Osteoporosis is a common systemic bone metabolic disease. Influenced by both the environment
and genes, it is characterized by reduced bone mass and changes in the microstructure of bone trabeculae, resulting
in increased bone fragility and increased risk of fracture, which has a serious negative impact on patients' quality of
life. With the further research on the etiology of osteoporosis, more and more evidences suggest that epigenetic
modification may be the mechanism of the link between genetic and environmental factors and osteoporosis. Long
non-coding RNA (LncRNA) is an important epigenetic regulator, which plays an important role in the regulation of
gene expression and affects a variety of biological processes including bone metabolism. This paper reviewes the
latest research results of LncRNA-mediated osteoporosis mechanism related to bone mesenchymal stem cells,
osteoblasts and osteoclasts, and the role of LncRNA in osteoporosis is deeply understood, providing theoretical basis
for the diagnosis and treatment of osteoporosis.
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