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Abstract: Objective To investigate the expression of the c-Myc gene in bone marrow cells of patients with
acute myeloid leukemia (AML) and its clinical significance. Methods We selected 143 newly diagnosed AML
patients from the First Affiliated Hospital of Xinjiang Medical University, from September 2018 to September 2020,

as the study subjects. A control group consisted of normal bone marrow samples from 20 volunteers. Real-time
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quantitative polymerase chain reaction (QRT-PCR) was used to detect the expression of the c-Myc gene in AML
patient's bone marrow cells and analyze its relationship with clinical characteristics and treatment efficacy. Sanger
sequencing was employed to detect mutations in AML patients in C-kit 8/17, NPM1, FLT3-TKD/ITD, and CEBPa
genes. The analysis of influencing factors used both single-factor Cox and multiple-factor stepwise Cox regression
models. Results The relative expression of the c-Myc gene in newly diagnosed AML patients was higher than that
in the control group (P < 0.05). Among the 143 AML patients, 98 had gene mutations, with a detection rate of 68.5%
(98/143). The expression of the c-Myc gene was positively correlated with mutations in the CEBPa gene (» = 0.174,
P =0.037). The complete remission rates after two cycles of treatment were 40.0% (36/90) for the high c-Myc gene
expression group and 77.4% (41/53) for the low c-Myc gene expression group. Single-factor Cox and multiple-factor
stepwise Cox regression analysis results showed that AML patients with high c-Myc gene expression and abnormal
chromosomal karyotypes had lower event-free survival and overall survival rates. Conclusion Aberrant expression
of the c-Myc gene may play an important role in the pathogenesis of AML and can serve as an adverse molecular
marker for AML treatment and prognosis.
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2188 & A 1% (acute myeloid leukemia, AML)
e TR SE R R | S5 T RE AR T AR A,
FRAILHIAE R S 212 e 20 i i 2 A N TE iR AR
HIEE DR 4H AN B e P2 5 3 AML BAT B S5 o P A
SRV E BRI . BUAR AML & L B B 55 e
FHE IS AR HE R, (HJ el ik A AR AR T
REHER IS TT IR T2 I PR T A v T Wi i, 7 %
WEFEAE 5 s R - 5 A M 9 AME S AR 88 1 2 15
AR EAE & AML 05 1 8 25 P 22—, JEHE Jit
a7 AT 118 0T R i e R ) Bk 2R, DA R S i
PR S e—Mye B PR 2 22 i A 28 g 150 19 O
UK Bl A 2R, VF 2 MR A0 IR T e—Mye 1Y 5 R
o — AR IEH A BARME T o—Mye HE PR 32 4% 45,
1717 214 e (0 (A D S b B T B A R R 8 A L K
A, AT BT A A K R RAE S B AL e
Mye 5 PR ERSE0T , B0 e—Mye 8 11 A0 2 38 9 e [ 0 2
JEHG5R 3 AN M3 B 2R 45 A Al A L 7 AR R
AN . ALY 70% 1 i I8 2 s T A7 AE e—Mye Jk [A]
SH NI ~Mye ZEHAE AML HAG/E T, 4%
ISR 143 151 9) % AML 5525 B B8 40 c—Myc 5& 5
(22 I8 IF 40 BT L PR A S, 2 AML S8 35 191297 K il
J VA B AT Y S B R 1]

1 ARSI

1.1 —RER

PEHL 2018 4F 9 H —2020 4F 9 H Hr s 5 Rl K245
— ot 2 B 143 151194 AML (JE 202k B 40 40 i 1
) B R BIFTE R G, Hoh B 74 4], 2 69 il

AEE 14 ~ 83 4 P ALARE S 49 27 5 L% 90 i, 4k 5 /R
J% 36 151, 0] % 6 5] , e % 5 i 6 151, B A1 i 3 491, 5ty
B2 . AML 2 W Ko7 20bm i 2 BR O N 2P &R
F I (R 20k B 4ok 40 i (i ) v =2 Y7 S
(2017 42 /50 )P R RRALR I 20 44 75 T # 1 IE B
BEREA . ARWFIE L B 5 A0 B 2 By 24,
ERIE¥EFEAERES.
1.2 FERFIRMNEE

Z120 M 2R WO B AL s RS E R A IR A ]
TRIzol W4 H L i A= T4 ¥ £ R A BR 2~ \] , SYBR
GREEN | ¥ % 55800 & H K& AW TRARA
A, c=Myc J GAPDH 5| ¥ i Ki%E AW TRARA
" B A W, NPMIL, C-Kit8/17 ., CEBPa , FLT3-1TD/
TKD I 773500 W [ L 1 5 Ay 4 9 = 2 Bk 4 A BR A
Al o 2 E 1 PCRXCh 38 F ABLZA W] 7500 AU, il
X A 36 [ ABI 2\ 7] 3500 DX &L, ¥ R 25 (1 43 B A
Z& [& Thermo 2 F] Nanodrop 2000 %! ,
1.3 FHik
1.3.1 S RAT FRAE 4R (quantitative real—
time polymerase chain reaction, qRT—PCR ) #& M| c—
Myc & B kA BRZ %V 2 R — 4% (EDTA-Na,)
P VR BT B BE AR AR 2 ~ 4 L, S AR BUAT A 4N
JHL, #% B8 TRIzol Ui B 45 $2 U mRNA . B2 £ 11 73 #r
ORI mRNA ¥ BE Jz 40 B (A260/A280 FLAE 7E 1.8 ~
2.0) s BEPEEUM RNA $e FEPT A5 1 AT 5 5% . e~Mye
1E 18 519 : 5'-TCAAGAGGTGCCACGTCTCC-3', JZ [f]
5149 : 5'-TCTTGGCAGCAGGATAGTCCTT-3', ¥ 34 =
180 bp. GAPDH iE [1] 5|4 : 5'-GTCTCCTCTGACTT
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RUEE, G5 BB R LU B BEANAE o—Myc SEPRI 35 R U R X

CAACAGCG-3', JZ [ 5| ¥ : 5'~ACCACCCTGTTGCTG
TAGCCAA-3', 4% 7= ¥ 131 bp. JZ I 1A % 20 wL:
SYBR Premix ExTaq Il 10 pL, 0.4 pmol/L, iF JZ [i] 51 ¥
% 0.8 pL, A7 7K 6 wL, cDNA 2L, ROX Reference
Dye II 0.4 wlo SN 25f4:95 CHiAEM: 30,95 CAS 1
55,60 Ci k34 s, M40 MG W5 M il 26 S N 4%
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REE/C
c—Mye 3 [H
1

132 FEcAA oA WU ZEBUEE W BT
FEAR 2 ~ 4 mL, H RS A g AR R AL Bk
HWHR BAHA, BARREE (JEsEFE bR
fir 44 PR ISCN2009) 1,
133 SangerFHml AR % FEFM PR AL
6 % O @ ST W 7 2 E AT R s F EDTA-Na, $it
358 1) B B A AR TP R IO R 2 DNA L 5E DNA U
J&E K 2l (A260/A280 LLAEAE 1.8 ~ 2.0) , - 47538
PCR ¥ 3% | B fi .0 PCR . 4lifk , fc )i LALLM 43
Mr
1.4 BITH*E

RIBAER M ZE (< 60 %, > 60 %) 4 T FALIT
J5 %8 : DA (CRLLE R + BB 1) BIA (5 AR 2 4L
BHR+BTHERA) . A BRELEFIRITEMIE R
P AR o3 2 LTS f B B e 22 I AR TR R T LU
Hh KRt BT B L R T 5 O AR AR I R
I7RL TG G R B B 28 5% R 0L 55 77 LB o 7] 2 Ak g7
(AT B K PR 28 45 ) Bl ok 5 S R TR 3 1l 1 4
M F t . = B SCHkK[6] & X 5E 4 2% f# (complete
response, CR) . L1447 (event free survival, EFS)
T A (overall survival, 0S) .

.95 CAEE 15 5560 CIE K 1 min, 95 CAEME 15 s,
60 CiR K 15 s, BMFEARKIANEIL, B
P Ko BHAEXT HEO S e—Mye S GAPDH K& X B4 14 %0 R
43 51 R 96.829% Fi1 97.23% , ¥ i 1l £& #E 80 ~ 90 °C il
FEL A DL B (DL IRT 1) o SR FH 2728 i 38 H (i [
c—Myc mRNA X} K ikt .

Derivative Repoter/(~Rn)

650 700 750 800 850 90.0 950
EC
GAPDH #t[H

R 2k

1.5 SitFER*

B 53 A1 R FH SPSS 19.0 Ge i . TR PR
LA ORN DY 257 M (P, PLo ) 13871, B35 BR A
R 50 5 TH R DA B L BR (%) Ko, B X°
R 5 T HR BT RE SR HI SR SR AH G 3 0T, 3 EORER
HH Pearson A & 43 M7 3 Kaplan—Meier 75 22 il A= 77 i £k
L3 FH Log rank x4 56 5 52 1 PR 2R 119 43 A7 >R FH B0 [
RMZ KB Cox MIARIAY | P <0.05 4 22 57 A 5
R

2 %

21 #IEAML E2ESXRABHMMEF c-Myc &
EH)RIE LR

WA 143 1] AML f8 35 5 X% BT 4K T 2] c—Mye
R Fe3k . WA AML H# o—Mye JEH g i 3635
1.99(0.28,11.87) , Xf B 2H c—Myc F& K /) Fp 2 35 0
0.80(0.23,1.55) , i & LA, &R AIKG 50, 22 7 1 42
P12 X (7 =-5.422, P=0.000) , ¥ 74 AML i % 4 o—
Myc 55K 3R 3A5 T X B2 . X HRZH e—Mye J PSUAR X
Feik itk (0.75£0.38) K I FHEL B 5 Sk % HEZ o
Myc 3 [H 2 35 7K 95% CI [ FR , c—Mye 3 R AR X %
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B IE AN 1.51 (x42s) o PA e=Mye FE R AH X # 15
TG B R B LK 143 1) AML H 354 i 22 ik
2 AR F R AT 5 e—Mye FE R {5 e 18 41 v e 3k 7K
J93.47(1.61, 11.87),c-Mye FEPFKF B A P 5k
KR 0.93(0.28, 1.47), i Heks, R ARG S , 2=
SAGI2E L (Z=-9.969, P=0.000) .
2.2 c-MycERARIEZSAML BHIGRIFEHIX R
e—Mye 5 [K] 5 22 3K 20 5 11 32 3K 20 76 PR i A4 8
AP | PP R I U A L A5 FAB 4B A0
b ONI | AR = B N N (1WA 10 - O R B T T
B, ZSWTG I E L (P>0.05) . ¥k 143 fi
AML 8 b 55 R 28 48 JE o8 9], A s o 68.5%
(98/143) ; H: ¥ NPM1 , FLT3-ITD/TKD , CEBPa & C-
Kit8/17 & PR A5t 32 43 ) Ay 24.5% (35/143) | 20.3%
(29/143) | 18.2% (26/143) 1 5.6% (8/143) . NPMI .
FLT3-ITD/TKD , C-Kit8/17 % A ¢ 48 i) AML & % 1)
c-Mye HE R R iAW, Z R W TGt L (P>
0.05), c—Myc H: 255 5 CEBPa 2 [H 58 15 52 1E A ¢
(r=0.174, P =0.037) . ¥Jif 143 5] AML & 35 & 30

DA FER AL S AR 19 6], K RN 13.39% (19/143) 5 H:
o NPM1 ., FLT3-ITD/TKD 3t %€ 4% 12 fi] , FLT3-ITD/
TKD .CEBPa 3£ 5875 4 {5i] , NPM1 . CEBPa 3£ 58 78 3 ] .
AR A& C-Kit 8/17 5 H A FE P 575 | H C-Kit 8/17
BRI 98 F B R A AR P A A% AL R 1 AML-M2 & &
o kL
2.3 c-MycEREFRIESIEKRTIHIMEXE

143 % 9] k& AML 2 & ¥ R BEIR IT o e-Myc
FE R IR 2 NI R A CR %N 40.0% (36/90)
c—Mye 3 AR F Kk 4 R 77.4% (41/53) . c—Mye FE
Fik T 5 CRF 5 M (r =-0.415, P =0.000) .
Y o PR A% R 2 A HP fE B 105 1) AML SR P, e—Mye
FE IR IK A CR F 53 5 R 31.8% (21/66) Fl
82.1%(32/39) , c—Mye & [K 3R 35 F+ 15 5 CR % 2 1 AH
X (r=-0.485, P =0.000) . #— 25 H7 1E 1
84 {9l AML B & 1, e—Mye K 5 KR IE 4 CR R4
1M 29.4% (15/51) F181.8%(27/33) , c—Myc 3L PH F ik
J e 5 CR % &2 A ¢ (r =-0.512, P =0.000) .
W32,

£®1 c-MycERIEZAS c-Myc{RFRIXBHEXEZMLE
AR/ H LB BEE IR AN L Bl  CRRZE#/ FAB 43 4/151
4151 n o B ) !
[¥ ,M(P,,P,)] [%, M(P,,P,))] Sl MO M1 M2 M4 M5 M6 RArE
c-Myc m#ik 90 43/47 50(14,83) 73(21,96) 54/36 1 3 29 7 15 1 34
e-MycfkF#ix 53 3122 47(15,73) 71(32,97) 12/41 1 3 2 2 15 1 19
X/ Z 8 1.533 -0.972 -0.759 18.733 5.365
P 0.216 0.331 0.448 0.000 0.493
. . Y A A% T /451) E- el

SN R0 JITEAR: A=V /NI
255 , . FLT3-ITD/

[x 107/L,M(P,,,P.)] [¢/L,M(P,,P.)] [x107/L,M(P,.,P.)] K 2  NPMI  CEBPa C-Kit8/17 KD

. 21.26

c-Mye 765 73(32,118) 41(4,321) 5 66 19 21 21 5 19

(1.10,266.80)

22.50

c-Myc flkFRi5 75(45,127) 36(8,255) 4 39 10 14 5 3 10

(1.05,220.67)
X ZAH -0.178 -0.280 -0.173 0.393 0.171 4332 0.001 0.104
P 0.859 0.777 0.926 0.827 0.679 0037 0979 0.747

2.4 c-MycEERIEX AML BEFFHIR M0

XT 143 5] AML f8 # #EA 7B VT, 07 Bl 7 B ] R
10 H (1 ~554H) 0 A5 R 21k 143 4
AML #35  e~Mye 2[5 5 3 35 41 EFS J2 0S 5 TI%
FIRH (W 2A (B) 5 e A AR % B o0 A (rpof ) 1Y
105 5] AML 8 7 e—Mye JE K 5 35 41 EFS K 0S J4

TARRIBA (WE 2C.D) . FPHF Cox 1115 73 B 45
REBIR, e~Mye 5 [H 15 & 35 Fn Y (o A2 A 5 35 02
AML {8 % EFS KX OS W B ZE 2 W [N %, c-Myc Z A
o % I8 R (R A R S B AMIL RR A TS 4 22 (DL
#3) . Lh143 4] AML f8 35 Bt U5 55 4> H #ilf5 45 Js 1
HrRAR BB e~Mye 3 R 0A PEBIA AL AR L a0
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F2 c-MycEREFRIZES c-Myc EFRFIAEAML BE GRS

2413 OR Pl rfl P
TR ol

AML 3%
c—Myc FEH ik 6.503 2.992 14.135
c~Mye f ik 1.930 1.451 2.568 -0.415 0.000
c—Myc i3k 0.297 0.171 0.516

AML 83 (A )
c-Myc JEH KA 9.796 3.721 25.791
c~Myc ik 2.184 1.540 3.097 -0.485 0.000
c—Myc Lk 0.223 0.108 0.459

AML 8% (EF AZH)
c~Myc FEH ik 10.800 3.704 31.492
e-Myc 335 2.400 1.570 3.668 -0.512 0.000
c—Myc i3k 0.222 0.102 0.482

M AR M B AR i, T Z I R B A Cox DR o 2 3K A e (e PR AZ AL A3 BT 2 1) AML (R % B
[ U9 53 B, 45 2 755 e—Mye K& DX i 26 35 R0 42 (0 4K 4% BEEFS MIOS(LF4) .,
U4y My 55 R AML B35 0 BUS /G B T &, c—Mye 3

100 N 100 == c—Myec H3Rik41
90 == c¢=-Myc [ YA | 90 ¥ [k
== c¢c-Myc Sy
80 c~Mye {541 80 e-Mye A4
70 70 +
60 I 60 F
& 50 g 50
= 40t Z af
30 30 b
20 20 +
10 | 10 F
0 1 1 1 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1
0 5 10 15 20 25 30 35 40 45 50 0 5 10 15 20 25 30 35 40 45 50
08/A 0S/H
A B
—Mve B3k
o - o-Mye B #eikdL 100 - o Mye 5541
0 S op Mye A4
. = c-Myc [z~ g
30 == c—Mye fIlRFIRA 80 o )
70 | 70 b
60 | 60
s sof s sof
B i 7 L
LL:‘ 40 LLE 40
30 30
20 F 20F
10 | 10 F
0 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 1 1 1 1 1 1 ]
0 5 10 15 20 25 30 35 40 45 50 0 5 10 15 20 25 30 35 40 45 50
0S/H 0S/H
C D

2 c-MycERESRIAHSRKIAAEAML BE EFS K OS 77#ft
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*3 AMLEETEHEREZE Cox BN HSEL
EFS 0S
5 5 95% CI . 95% CI
HR PAH HR PAE
TR R TR R
c—Myc JER Fik 1.768 1.038 3.012 0.036 3.147 1.305 7.588 0.011
M
5 0.846 0.520 1.377 0.502 0.662 0.339 1.294 0.228
A 1.516 0.857 2.681 0.152 1.888 0.896 3.977 0.095
[BE a8 0.659 0314 1.385 0.271 0.729 0.257 2.069 0.552
FEH BT 1.721 1.067 2.777 0.026 3.851 1.958 7.574 0.000
BT 2.550 1.300 5.002 0.006 3.112 1.045 9.263 0.041
x4 AMLEEWMEMSEZEZRS Cox @A HTESE
EFS 0S
Pz 2 95% CI . 95% CI1
HR P{E HR PAE
TR BR TR RR
C-Myc FEH F1k 1.789 1.038 3.084 0.036 3.228 1.325 7.865 0.010
ezl 1.015 0.612 1.683 0.953 0.945 0.474 1.883 0.871
A 1.402 0.783 2.509 0.256 1.817 0.840 3.929 0.129
EEN R 0.579 0.274 1.220 0.151 0.651 0.226 1.871 0.425
I T 1.704 1.039 2.796 0.035 3.963 1.975 7.952 0.000
3 iFig Nz —, BA Mg A R bk W DL HE b3 s

AML BB 16 RFRAE 7 280 % K 0 A4 A7 B A B
5 I A EL A o P A 3 AL 2 SRR
SR AR BOCHEE T FE AR AML R A Kk
Jee g B i HLA N R P RS S A Ok 1 i
240 384 B B2 53 A AH G 9 43 AR A AN T B B HL
N F I IR ABATY SR A 238 4 AML (8 3% Jo 52 43
B A Rl R I2 7 B 6 bR AR YT R A 2801
BT e~Mye H& R & 442 %% S WO A R, 5L 000 V3 240
38 G R YT A0 O T T AR e—Mye SR E
T 8q24.21, 4 i —Fh 43 1 o4 65 kD ) DNA 25 5 &
1, R TR 28 B o~Mye 28 12 AH B AR F 0 4 s
TR I 2% 1 LA L A o e—Mye 2R [ 7E 4 I
557 2 DNA JF 51 254, vl S0 5L IR e i, i 45
LI TE A3 ALSE AR Y AT O AR IE R AN R 1k
ARZS B B KA e—Mye HE K FE 3k, 1M 76 1F 3 40
JL 38 B B e—Mye JE Rl — 3 PETG o c-Mye B2 5
P I35 200 B 9 1 22 A 2 R R O 76 36 2R 1 Il s 40
JitL 2 Ik LR R o AR A R R I e—Mye SR
(5 o

e~Mye 5 PRI N 28 22 o fi 738 40 i 7 G 5 3K o i

FiR 457 O R RO L RS B e-Mye B R T
B R R TR K B R B R B A 3 B A Ik B
Jei FE AT AT T B e—Mye &3 5l HE S AL 09 5 4
A, Ak EUR R R A o-Mye T HE D) A7 B R
2 HH S T 2509, TANG Z50795A R R 3 1.0% 1Y
AML B FETE e-Mye I35 . AR0F5E & B 62.9% 114)
1A AML B 1 e-Mye 5 PR 5 28 35 02 1F 6 B4 1
2.5 i, X R BT AML B T e—Mye JE A 53 16 16 32
B R IR R, H e-Mye 3 58 15 1L 7T
FIB 5 51T 0009 240 OO P B ) R B T A -
Mye &[] 5 2 35 21 v fie o B2 S IR 1Y) 7.4 4%, 3
AML B H 5 B8 c~Mye 3 15 #3578 0T BEAF AR 48K
(5 Bt L ] BE 5 e—Mye 3 R T 22 Fh BUE A5 538
PR URAROC o AW HE— 243 HT e—Mye JE R K A
5 e-Mye R F 15 19 AML (35 B9 AF 3% PR3 | 5 4R 4i
Ji L5 S S B, IR R R 2E R

Wi 2 5 R B AR A I R T AR )z B,
PR 2 75 A6 0 A Bl T 11 IR B A X AMIL #8355 00 4 7RG
W UG DA RS 1 IR ST Al r AT Oy
O ARG 68.5% 1 AML J8 5 A7 AE SE R 58 7E
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XU, A PR R 11 R BN o—Mye JE PR 1 638 BRI RS 3

13.3% ) AML BB 5 7776 2 4 PR 3L g8 A8 Jhoe A i
# ¥ Sy NPMI1 . FLT3-ITD/TKD 3t %€ 4% | FLT3-ITD/
TKD . CEBPa 3£ %8 725 il NPM1 , CEBPa 4L 58 25 , Hirh
DL NPM1 . FLT3-ITD/TKD 35848 Sy 5 5 3 3 B (9 1L
20 1 7 AR R 22 AN [R) ) i i P 5 AR SR [ A Y
g AN KIT %748 £ % 4 5 AMLI-ETO
FI CBFB-MYHI1 BH P A9 AML A &% A BiF 97 4%
S WR A JE T RO 3L R FLT3 1 KIT 28748 B %,
FLT3 5 NPM1 . CEBPa & A £ B 28 48 , 117 KIT 35 [H 28
s B g A, R BLAE AML-M2 B b, A Y
AL T AT S8 . e—Mye KK 5 RIA 24 5 c—Mye
LR F 1k 41 FLT3  NPMI  KIT % K] 58 28 2 #1516
25 FEHFRIKIE W 4 2R 7R CEBPa 5 c~Myc J&
PO AML R 3 b b B R G e 2 on S Y
KRYGIER 252545 T CEBPa 5 c—Mye 3 PR X 26 1k
K, IAA AML 35 1 CEBPa 55 e—Mye #& F 32 157K
SETCAH I (HASHIF 58 45 R R o-Myc 2R F£ ik 5
CEBPa 3 [H 28 A48 5 [FAH 3¢, R e-Mye FE N KK 5
CEBPa 5 [H 58758 ¥ 2 15 AML Y5 2 F Ji2 , 7] fiE 9 & 17
FEE A EAE R . #E AML H e~Mye JE[H & ik v)
P ) At S DR 3 AR 2 P 4T 34 4 R 4
il 41 1 A5 5 i) AMLL 5 1 A

Yo (A% R 20 BT 45 TS A DG ik PR 98 A i ik
K 238 S 1 HEAT 25 5 40 B L SR G PRIl AML A8 35 i
Ja KA 2y R s i AR YE . AML o B A IE IR
T S e o AT i R A ARG H R R 60% , X IE.
2110l S R R NS~ I S S @ S I T
R AR IE I A AT e~Mye FEH 5 235 5 AML
Yoo PRI E AN RA% RLELA AR O PE R 258 HEE 3R o
Mye 3 K 5 £ A 4 5 c—Mye FE RIK L K 4 4R T7 1Y)
JI T, &I e~Mye JE R & Rk 41 2 497 CR &AL
F e-Myc FEHA LT A4, c—Mye FERFIRTFE S CR
ARG IC 5 [RIRE A 155 D0 HE B 7 e (0 AR A% 78 o3 Hr
WA T TF B ) AML B I8 T i B . R4
Bt f 7R A& AML 2235 1 e—Mye 3£ 354 EFS )
OS Ji TR L 241 5 Yo 0 AR A% A3 B (R A ) 19 AML
BE T e—Mye K 5 R IK A EFS K 0S8 25 . LA
R R ZHEZL Cox HTEERELR , c-Mye L & £
TR ORI (AR A% S BT 53 5 1) AML BB A 5 22 11 EFS
FOS, UESE T e—Mye HE A R R IA 2 AML R H A R
WEHREZ—. BZ,c-Myc RKiLKF5 AML 8 #

CEBPa SE[K 2875 | CR Z A H M, Z R IE L Cox
ST BT BN, e-Mye BRI AML B & A B 21
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