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domain containing 7 (FBXW7) in colon cancer (CC) tissues and the relationship with clinicopathological parameters
and prognosis. Methods A total of 146 cases of CC tissues and paracancerous tissues surgically removed were
collected, and miR-223 and FBXW7 mRNA expression in the tissues were detected by qRT-PCR. The presence of
binding sites for miR-223 and FBXW?7 was predicted through an online website to analyze the correlation between
their expression and the relationship with clinicopathological parameters. The mean values of miR-223 and FBXW?7
mRNA expression in CC tissues were divided into high and low expression groups, and the survival curves of CC
patients with different miR-223 and FBXW7 mRNA expression were plotted using the K-M method. Multi-factor
Cox regression was used to analyze the factors affecting the prognosis of CC patients. Results The expression of
miR-223 in CC tissue was higher than that in paracancerous tissues, while the expression of FBXW7 mRNA was
lower than that in paracancerous tissues (P < 0.05). The expression of miR-223 in CC tissues with TNM stage III and
lymph node metastasis was higher than that in stages I-II and without lymph node metastasis, while the expression of
FBXW7 mRNA was lower than that in stages -1l and without lymph node metastasis (P < 0.05). There was no
statistically significant difference in the expression of miR-223 and FBXW7 mRNA in CC tissues of different
genders, ages, tumor size, degree of differentiation, and presence or absence of invasion of the serosa (P > 0.05).
Pearson correlation coefficient analysis showed a negative correlation between miR-223 and FBXW7 mRNA
expression in CC tissue (» = -0.679, P < 0.05). During the follow-up period of 8 to 60 months, 35 cases died, the
overall survival rate was 76.03% (111/146). The overall survival rate of the miR-223 high expression group was
lower than that of the miR-223 low expression group (P < 0.05). The overall survival rate of the FBXW7 mRNA
high expression group was higher than that of the FBXW7 mRNA low expression group (P < 0.05). Univariate Cox
regression analysis showed that invasion of the serosa [HAR = 1.454 (95% CI: 1.086, 1.947)], TNM stage III [HAR =
1.744 (95% CI: 1.070, 2.840) ], lymph node metastasis [HAR =2.896 (95% CI: 1.114, 7.531)], miR-223 > 4.76 [HAR:
2.196 (95% CI: 1.085, 4.445) ] were risk factors for the prognosis of CC patients, and FBXW7 mRNA > 1.23 [HAR =
0.388 (95% CI: 0.172, 0.875) ] were protective factors (P < 0.05). The results of multivariate Cox regression analysis
showed that invasion of the serosa [HAR = 1.490 (95% CI: 1.154, 1.924) ], TNM stage III [HAR=1.979 (95% CI:
1.132, 3.460) ], lymph node metastasis [HAR =2.401 (95% CI: 1.015, 5.677) ], miR-223 > 4.76 [HAR =2.140 (95% CI:
1.063, 4.309) ] were risk factors for the prognosis of CC patients, and FBXW7 mRNA > 1.23 [HAR =0.625 (95% CI:
0.475 0.823) ] were protective factors (P < 0.05). Conclusion High miR-223 expression and low FBXW7
expression in CC tissues were associated with TNM stage, lymph node metastasis, and prognosis in CC patients.
Keywords: colonic neoplasms; microRNA-223; F-Box and WD repeat domain containing 7;

clinicopathological parameters; prognosis
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iE [ : 5'-CGAATCCATTCAAATCCGGGATCCG-3',
KB 27 bp , 2 1] : 5'~AAGGCATTCAATCGGACTTA
C-3', K21 bp; P2 GAPDH IE [1] : 5'-CATACC
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0.172,0.875) - N2 (P<0.05) . W32,

L E Cox 1175347 25 2 W7 - (R ALK JBEHR =
1.490 (95% CI: 1.154, 1.924)] 5 B2 4> 19 T [ HR
1.979 (95% CI: 1.132, 3.460)]. itk I 45 5 B [H R

2.401(95% CI:1.015,5.677)] .miR-223 > 4.76 [HR =
2.140(95% C1:1.063,4.309) |0 4% g i He 3 Wi 10 1
% K 2 (P <0.05) , FBXW7> 1.23 [HR =0.625(95% CI:
0.475,0.823) AP K (P<0.05) . W33,

R2 HHEEETENRRZ Cox@EASHTEE

A b S, Wald %2 P HR R

TR R
Bk 0.004 0.003 1214 0.270 1.004 0.997 1.010
HEW>60 % 0.400 0.271 0.168 0.682 1.492 0.877 2,537
Ji9RE K/ N=5 em 0.224 0.152 0.134 0.128 1.454 0.986 1.947
72t 0.162 0.122 0.117 0.087 1.595 0.794 3.532
1RALI I 0.374 0.149 3.987 0.036 1.454 1.086 1.947
S B30 T 0.556 0.249 4.988 0.016 1.744 1.070 2.840
NREAR A 1.063 0.488 5.017 0.011 2.896 1.114 7.531
miR-223 >4.76 0.787 0.360 4.781 0.019 2.196 1.085 4.445
FBXW7 >1.23 -0.946 0.415 5.205 0.013 0.388 0.172 0.875
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F A b S, Wald x° Pl HR ned
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1RALI 0.399 0.131 9.329 0.040 1.490 1.154 1.924
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NREAL A 0.876 0.439 3.976 0.012 2.401 1.015 5.677
miR-223 >4.76 0.761 0.357 4538 0.033 2.140 1.063 4309
FBXW7 >1.23 -0.470 0.140 11.204 0.024 0.625 0.475 0.823
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