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HE . BY T2 AmEA 2 P microRNA-101(miR—101)  microRNA-182 (miR—182) & ik 5 & &
TREAIER TG WX #o Fik R 20155F 4 A—20184F 1 A Frif H ARE RS o) 8361 4745 B Ak R &
H RIGHF 545, KA L AT SR AEE AL (qQRT-PCR) M BT A & & 5% 4 22 B % 5 4% miR — 101,
miR —182 89 &3k ; SR Bl 6 JRm B AFAE 45 7% B F B4 miR— 101, miR—182#9%kik; KM % W& Cox}t
BIREAER AT % v 26 B % H RS A B AR Z,; A E AR S4B miR-101, miR-182kE 5
RGAEHEANH X R, R HBALmR-101 mRNAAESEK FRT R FAL, miR—182 mRNA BT &K &
BT REFAR(P<0.05); W&o, mES I, A RBEZE, AhCEHS0%E AR EZEAL miR-101
mRNAAIS R X TR T P 2o, RESM M, RRBZE, THELEHHSE(P <0.05), miR—-182 mRNAH
ARG B AR SR MARR(P <0.05) 5 % B4 Cox bl RIG KA HpAT LR T 7, 325 M RR =7.294(95% CI:
3.001,17.726) . o e 42 [ RR =5.150 (95% CI: 2.119, 12,516 ) ] . miR—101 [RAR =4.477 (95% CI: 1.842,
10.881) ] .miR—182[ RR =4.495(95% CI: 1.850, 10.925) | 2 ¥ 25 H I & 4% A6 HA 4504 B (P <0.05);
miR—101 % ik & H 09 B £ A5 5 FIEE B4 (P <0.05), mR-182M&EK A EH Y RRERES THEALE
#(P<0.05), &t “HAMBELZFALZ mIR-101, miR—182 8 ik 515 KARILAFAER TG A %, miR—101
MRFGA | miR—182 FH A B 897 6 LA BB NEZ .
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Relationship of microRNA-101 and microRNA-182 expression with
pathological features and prognosis in patients with
colorectal cancer*
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Abstract: Objective To investigate the relationship of tissue miR-101 and miR-182 levels with
clinicopathologic features and prognosis in patients with colorectal cancer. Methods Eight three patients who were
admitted to the hospital from April 2015 to January 2018 for radical resection of colorectal cancer were selected and
followed up for 5 years. The relative expression levels of miR-101 and miR-182 in cancer tissues and adjacent

tissues of all patients were detected. The relative expression levels of miR-101 and miR-182 in cancer tissues and
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adjacent tissues were compared. The expressions of miR-101 and miR-182 in cancer tissues of colorectal cancer
patients with different clinicopathological characteristics were analyzed. Factors influencing postoperative
recurrence and metastasis in patients with colorectal cancer were analyzed. The relationship between the expression
of miR-101 and miR-182 and postoperative recurrence and metastasis in cancer tissues of colorectal cancer patients
was analyzed. Results The relative expression level of miR-101 in cancer tissue was lower than that in paracancer
tissue, and that of miR-182 was higher than that in paracancer tissue (P < 0.05). The relative expression level of miR-
101 in cancer tissues of colorectal cancer patients with low differentiation, stage III, serous invasion, and lymph node
metastasis was lower than that of patients with medium and high differentiation, stage II, no serous invasion, and
lymph node metastasis, respectively (P < 0.05). The relative expression level of miR-182 in cancer tissues of
colorectal cancer patients with low differentiation, stage III, serous invasion, and lymph node metastasis was higher
than that of patients with medium and high differentiation, stage II, no serous invasion, and lymph node metastasis,
respectively (P < 0.05). Cox regression analysis showed: pathological stage [RAR =17.294 (95% CI: 3.001, 17.726) ],
differentiation degree [RAR = 5.150 (95% CI: 2.119, 12.516) ], relative expression level of miR-101 [RAR =4.477
(95% CI: 1.842, 10.881) ], and relative expression of miR-182 [RAR =4.495 (95% CI: 1.850, 10.925) ] were factors
affecting postoperative recurrence and metastasis of colorectal cancer patients (P < 0.05). The disease-free survival
curve of patients with high expression of miR-101 was better than that of patients with low expression (P < 0.05).
The disease-free survival curve of patients with low expression of miR-182 was better than that of patients with high
expression (P < 0.05). Conclusion The expression of miR-101 and miR-182 in cancer tissues of colorectal cancer
patients is related to clinicopathological features and prognosis, and patients with low expression of miR-101 and
high expression of miR-182 have a high risk of recurrence and metastasis after treatment.
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XL, 45 45 B microRNA-101 . microRNA-182 33K 5 BIURFAE K 3915 1 0¢ &
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