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E: B WREREG-1 (Talinl) ETRITHEF OIS TR AR H AT EI B WML F4T A
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SIS Talinl EFEAFE P RKLZF . FAMEZESEmMAE (HTRS/Svneo 408L) 4 H 64L: pcDNA3.1
NC 4L, pcDNA3.1 Talin1 28, siRNA NC#8. siRNA Talinl 28, 3 /40, siRNA Talinl+374) 740, KA
MTT 534 HTRS8/Svneo 248 L6938 74 ; KA Transwell 52 54 HTR8/Svneo 48 jL 69412 £ 5 24 ; KA RK
K2 J AR HTRS8/Svneo 248 69 78 =5 KA & & F )& FP i 52 3 5T HTRS/Svneo 28 I ¥ Talin1 B A5 &
KM A /B—%EFEE (Wnt/B—catenin) BIEABRZE O AL, LR Talinl ZFRATPEFEHEML P £
k¥ (P<0.05), 5 pcDNA3.1 NC2LI4R, pcDNA3.1 Talinl 2849 HTRS/Svneo 48 JtL # Talinl & ik 38 An ,
HTRS8/Svneo 28 L6934 78 . 12 2 R A58 A w35, AT F I, Wnt 3a. B—catenin & & RETH (P<
0.05), 5 sRNA NC#L4, siRNA Talinl 28, siRNA Talinl+47 ] 5 22 HTR 8/Svneo 48 AL #9 Talinl & ik 34 [
A& (P <0.05) . #3h 40 HTRS/Svneo 48 fiL 64 Talinl & X #8% T siRNA NC 4L, £ F L4kt FEL (P>
0.05), 5 sRNA NC2Lt4, siRNA Talinl Z#3h 7] 2069 HTRS8/Svneo 28 L3 FA & 1 | 12 B R GEFRE 38
i, AT REAK, BEALERERN 3a (Wnt3a), BEFHEEG (B—catenin) Ea k¥ EA (P<0.05),
siRINA Talin1+47 ] %] 21 HTR8/Svneo %8 it 5 siRNA NC 21 #) HTRS8/Svneo 28 L4y 38 78 . 124 . T4k
A0 =& . Wnt 3a. B—catenin F G R A K, ZFHRATFEL (P>0.05), £5if  Talinl £-FRaT 4
BH RS H L P RE K e, Fp) Talind %9 & ik 48 45 18 314 3 7% Wnt/B —catenin 43 5 4042 3 % Ik B 40 LG 35 74
A HAR %, PR E ML T,

KR . FRATH ; Talinl ; A B4 ; HTRS/Svneo 40 i
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The expression of Talin1 in the placenta of patients with
preeclampsia and its influence on the biological behavior of
trophoblast cells*

Sun Wen-ping, Wang pin-hua, Hai Yu-ting
(Department of Obstetrics and Gynecology, Qinghai Red Cross Hospital, Qinghai, Xining 810000, China)

Abstract: Objective To investigate the expression of talin-1 (Talinl) in the placentas of patients with
preeclampsia and its mechanism of influence on the biological behavior of trophoblast cells. Methods Placental
tissues were collected from 22 healthy pregnant women and 20 patients with preeclampsia. The expression of

Talinl in the two groups was analyzed by Western blotting. Human trophoblast cells (HTR8/Svneo cells) were
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divided into six groups: pcDNA3.1 NC group, pcDNA3.1 Talinl group, siRNA NC group, siRNA Talinl group,
agonist group, and siRNA Talinl + inhibitor group. The proliferation of HTR8/Svneo cells was detected by MTT
assay; the invasion and migration of HTR8/Svneo cells were detected by Transwell assay; the apoptosis of HTRS8/
Svneo cells was detected by flow cytometry; and the expression of Talinl and Wnt/f -catenin pathway-related
proteins in HTR8/Svneo cells was analyzed by Western blotting. Results The expression of Talinl in the placentas
of patients with preeclampsia was increased (P < 0.05). Compared with the pcDNA3.1 NC group, the expression of
Talinl in the pcDNA3.1 Talinl group was increased, and the proliferation, invasion, and migration abilities of
HTR8/Svneo cells were weakened, the apoptosis rate was increased, and the expression of Wnt 30 and -catenin
proteins was decreased (P < 0.05). Compared with the siRNA NC group, the expression of Talinl in the siRNA
Talinl group and the siRNA Talinl + inhibitor group was decreased (P < 0.05). There was no significant difference
in the expression of Talinl between the agonist group and the siRNA NC group (P > 0.05). Compared with the
siRNA NC group, the proliferation, invasion, and migration abilities of HTR8/Svneo cells in the siRNA Talinl and
agonist groups were enhanced, the apoptosis rate was decreased, and the expression of wingless-type MMTV
integration site family 3o (Wnt 3a) and B-catenin proteins was upregulated (P < 0.05). There was no significant
difference in the proliferation, invasion, migration ability, apoptosis rate, and expression of Wnt 3a and 3 -catenin
proteins between the siRNA Talinl + inhibitor group and the siRNA NC group (P > 0.05).

expression of Talinl is increased in the placentas of preeclampsia patients. Inhibition of Talinl expression can

Conclusion The

promote the proliferation, migration and invasion of trophoblast cells and inhibit the apoptosis of trophoblast cells
by activating Wnt/B-catenin signaling axis.
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HEJRUS PR, TR WY R 2 A Y AR Y AT
g K FLPHFERLE], XTI R B IR YT R g B
B E .

PR -1 (Talinl, TLN1) J2&—Fh 40 i 8 28 5
HEA, ENEAREBE MR I,
i — 240 L A0 56 5 R B . A LT A R R 2R AR b R
O AE I SIS R B, AT R A B AR
Talinl /5 ¢35 T iR £ 9% B 1% 7% 2 40 1 75 IR,

L2 52 W0 79 BT A2 0N AR RS R R &
1M, Talinl XJ Jify 885 34% 7% 2% 40 M A6 90 2447 2 5% 1) v
KU P, A 5838 2 #R95 Talinl 78+ Hif 5
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ATV 21 B B 7 B WS 4R 1 22 19 {4 Wi 2
TEAN 20 61 7 11500 28 O R AR 4. R N1 TR
Ho PRI E A 1) IR BT IR 45
Hop2 Gl B L, S BRI R, 460H
L @R AR IRAE P AR A 2 ) BN BT IR &
Jay, B R iR . AR &SR )= A (HTRS/
Svneo 4 it ) W - AL R RFA: i B2 AT B A
AT 2875 M 21+ 7 15 Bt R S AR B 2R 01 45 o A it

W (LW-2022-35) .

112 XA gERERaw (IEFEEAYRHY
HIRAHE, 155 . ZK-0048378); MBI F KW

(B IEmRHEA R A, 585 RA10001) ;
B4 3000 (32 EFEER AR, 185 L3000075);
B WEw U RAUEREAEYRHE A RA A,
B35 . GZ10010) 5 & A EEI0HIR (ALt s A
ﬂ&?ﬁﬁﬁ/\?, "5 YT2336); Madeami (il

WP MR A RA R, 585 164250); 1k
T HE 1 pcDNA3.1 (pcDNA3 1 NC) . pcDNA3.1 Talinl .
FH %4 X B8 siRNA  (siRNA NC) 5 siRNA Talinl ( #7
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P4632-100UG . P4633-100UG . P4634-100UG); %%
GO ETE /B E A (Wingless—type MMTV
inte—gration site family/B —catenin, Wnt/f —catenin) ifi
% W sh ) SKL2001 (b 5t 1 B AR A= Wy i R AT PR 2
Hl, 5245 D51475); Wntil B BHETH KYA1797K
(BB AR AR, 5295 TI6716) ;
Talinl . Wnt3a, B—catenin LK H i -3 -5 B2 JIii &

i (glyceraldehyde—3—phosphate dehydrogenase,
GAPDH) #Hi ik (i Proteintech 2 ®] , 4% 5 .

82856-18-RR . 26744-1-AP. 51067-2-AP. 80570-
1-RR).

113 ME @mEREEON (N A
FRAF, RS JIDI-17RS); & M (H AR
25 Fl, 95 nikon ts100) 5 BEFRAX (T rd 2 IE A=)
RHA R A, %5 BIOBASE-ELI0A ) ; % fit %]
e 248 (HAEE A F], A4 NeXCell R) .
1.2 FHik

1.2.1 HTRS8/Svneo 28 il 4 5 4 22 7 Bk
HTR8/Svneo 2 fifd T IF & P55 b 45 57 2 6 S0 K0,
4 HTR8/Svneo 4 it #2¢ 8 Bifi #1450 7 2 1L B0 6 41
pcDNA3.1 NC 41 . pcDNA3.1 Talinl 41 . siRNA NC
2 . siRNA Talinl 41 . #2574 . siRNA Talinl+#f!
T 2H . 3 3 B8 B 3000 4 peDNA3.T NC (2 wg) .
pcDNA3.1 Talinl (2 pg) . siRNA NC (0.2 wmol/L)
5 &iRNA Talinl (02 pmol/L) 4% % % o %
pcDNA3.1 NC 41 . pcDNA3.1 Talinl 41 . siRNA NC
40 . siRNA Talinl Z0 % HTR8/Svneo ZH M ; ¥
SKL2001 (0.3 wmol/L) A3 5)i 57 21 ¥ HTR8/Svneo
4085 BF KYA1797K (0.3 wmol/L) 5 siRNA Talinl
(0.5 wmol/L) %% 4t % siRNA Talinl+ 4101 i 57 20 £
HTR8/Svneo 401, M7 48 h 5, MR8 HEAE SClk R
J5 &S, H4 4% 2H HTR8/Svneo 20 i 55 75 22 i 48 30 155 45
I 48 h LI BT WIARAS | W5 S0 40 e 5% o 5k
TP 5 82 5E

122 HORBAEWIELIHyIE O ERA  HTRS/
Svneo U SE AL 1.2.1 Frik T i, RS 1%
T A6 ) cocktail Kz B AR B 0 1 57 1R A W0 )
RIPA %! i 14 Z2 2 L HTR8/Svneo 4 Jfl S K 11, &%
S PO S, FRETKGE 30 we LA MG
Ml vE EREIRR . EAEASHRIK B, LIR
MR BRI RA G RE L, BAE TS

5% L RE Wo k3 A 22 v v, 7E RN E 120 min.
VR JE MR 5 Talinl . Wnt3a & B—catenin 435 57 1 —
B K AH R A JE SRR B BT PR - PR A 58
N o die e R PR i R Ak 2 R R R T 5 S5 Ak
TR RGMEOC S, JFiEH Gel-Pro Analyzer
BAEXE H bR 454 AT IR BEAE 08 15T .

1.23  MTT % & 4 #7 HTRS8/Svneo %8 Jig 3§ 74
HTR8/Svneo 4 il 4% 1.2.1 J Z 2 T WG, ¥
HTR8/Svneo 4l s UL 1 x 10* cells/fL /4 % [ 4% # T
96 fLEGE FE b, BEALZARFL 100 L. 4 0 BE J5
TG 24, 36 & 48 h, FFLANA 5 mg/mL
MTT TAEW S wL, 37 °C. 5% CO, % 1F P4k &
4ho BEfEFE BIEWR, BALINA 150 pL DMSO ¥k
D A &, TRAS R s, AR
AL 5E 490 nm P AL IO EE (ODfH ), DL
5 2H 40 P R 2 B 39 B

1.2.4 Transwell 3%, 5 #7 HTR8/Svneo 48 itL &9 it #
542 %  HTR8/Svneo i i YR 2 5T # L T
Transwell & W #E 17 o 40 B0 4R 22 52 06 . F0 56 F%
Matrigel & J3t & T° 4 C 254 I JC I35 b5 77 5L 4% 1
SIRFH LA B, BUE & 4k Transwell /NE | & B R
B, 37 CHEE 4 hMEHR SN TR, %121
T B T WS, K HTR8/Svneo 41 il & WK
(5% 10* cells/200 WL JC L35 15 F5 36 ) M T L=,
37 CHfE 30 min fig JF 40 I EE 5 R E A 500 plL
B 12% J AR LE o8 a8 IR AR A E AL 7
GRS HE IR A8 h I, MR L E KRG WA, 4%
2 W BY 5% 13 1 % R E 2 10 min,  0.5% 45 i
LY 15 min, BEER 28 MR YE 5 T nikon ts100 2]
BT BEALIE S A PR RCE A . 4
TS . [R44 W Matrigel 005 25 3R 41, HAHAE
[ {2 28505, LLPEAS HTR8/Svneo 40 M (1) B 3238 3h
[HDANS

1.25 &N e K 5 A HTRS/Svneo 28 it B — &
K H Annexin V-FITC/PT X 4% it =8 41 jid A 5 &t 7 #r
HTRS8/Svneo i fL I T3, MM L “1.2.17 AbHL)E,
JIk it T P A 4 O A BN M B VA B R 4%
WV LR LTS T o TR R Ik 22 =R A B 2
20 B RS A1 B R T R AE L DL FITC AR g 1
Annexin V555 PE S5 G B IR BE 22 2R 5 [5] ik A FH Pl
ANRE 325 128 5 HE 4 R RS 0 SRR L DX 2 R S A
T2 B I UR T B R SR A B . P AP O e R = R
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WY 15 min J5, ALK, i R RS
Mr 45 T I AR 0B A 43 L
1.3 Sit=FHiE

B 53 7% FH Medcale 23.0.2 F1 CellProfiler 4.2.8
Gt THEERIA R = FR 2 (x £ 5) TR,
POACH ¢ Ay 36 5 B[R 3R Ty 22 43 M sl 2 0 et 1 3 1Y
F SN, DI LA Tukey #6556 . P <0.05 R 24 5
EENIES-9'&

2 R

2.1 Talinl EFMETHEEREAAGTHNRIE
T A 3 R A5 AT R 22 7 I 4 Talin 25
A X 38 0 5 (0.89+0.07) FI (0.12+

001), £k, ZRAZITFE L (1=51.086,
P =0.000); FJs 0 4L Talinl 5 AR X 0k &
TR IR adH . WE 1,
2.2 &ZHHTRS8/Svneo 4 Talin1 BIFRIE
pcDNA3.1 NC 41 . peDNA3.1 Talinl 41 . siRNA
NC# . siRNA Talinl 2 . 3% 307 21 F1 siRNA Talinl+
04 590 21 Talinl B 71 AR X 28 38 88 40 1 o (035 +
0.02). (0.79+0.03). (0.36+0.02), (0.13+0.01) .

A B C

Talinl

A B
GAPDH . . 37kD

A THRETIEE AL B (BT YR Z ™ 1041
FRETSEASEEERZSEH Talint ERK
Rk

& 1

(0.37+0.03) F1 (0.18+0.02), &L, 25
H % it %3 X (F =627.871, P =0.000) ; 5
peDNA3.1 NC 4 [L %, peDNA3.1 Talinl 2H i) HTR8/
Svneo 4 Jifd f¥) Talinl K IE M (P <0.05) . 5 siRNA
NC 21 %, siRNA Talinl 2, siRNA Talin1+411 ] 71
41 () Talinl FiEFEMR (P <0.05), Wi shF 45
siRNA NC 4119 Talinl ik Lh3g, 2R T4it22E X
(P>0.05) (ULIE2). 455 3% W Talinl @ fI% &b 2 A
Iy, I H Wnt/B—catenin il B3 20 7] (SKL2001) JF
ANBEFZIR Talinl B9 FR3A .

P D W o —

GAPDH

37kD

A:pcDNA3.1 NC4H; B:peDNA3.1 Talinl £ ;C:siRNA NCZ;D:siRNA Talinl 415 E: S 3h704H ; F: siRNA Talin 1+ 2H .
2 &HHTRS8/Svneo A Talin1 B HHIRIL

2.3 Talin1 Xt HTR8/Svneo £ A 3 78 Y 2% 1
pcDNA3.1 NC 41 . peDNA3.1 Talinl 41 . siRNA
NC 41, siRNA Talinl 2 . 3% 2721 F1 siRNA Talinl+
TRIFRIZE 24 . 48, 72 h B9 4N A G ME e g, RA
HEREM BRI 200, 458 OAR B E A
M A TE M R, ERASRITFEE N (F=
162.569, P =0.000) ; (% 41 40 ffg 14 58 % PE L 4%,
ERAG L (F=131.757, P=0.000); Q%
M R IR, 2R AR EX

(F=92.153, P=0.000). W#*1,
2.4 Talin1 X HTR8/Svneo AR Z R iT B 1Y
A1)
pcDNA3.1 NC 41 . peDNA3.1 Talinl 41 . siRNA
NC 4 . siRNA Talinl 41 . 33541 Fl siRNA Talinl+
TR A W= 28 MR R L, &7 Z 08T,
SHEG I FE L (P<0.05); 5 peDNA3.1 NC
EE#E, peDNA3.1 Talinl 411 HTR8/Svneo 4 ifl & /£
1278 . TR EM (P<0.05), 5 siRNA NC4
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%1 Talin1 %t HTR8/Svneo AL (ODE) (n=6, x+s)

215 24 h 48 h 72h
peDNA3.1 NC4H 0.26 +0.01 0.73 0.07 1.05 0.06
peDNA3.1 Talinl £ 0.13£0.01% 0.310.03" 0.53 £0.08%
siRNA NC 4 0.28 +0.05 0.71 £0.02 1.03 +0.09
siRNA Talin1 21 0.59 £0.03% 1.15 +0.06% 1.72 + 0.09%
HWEhRIA 0.61 +0.02% 1.13 £ 0.05? 1.69 +0.07%
SiIRNA Talin 1+ 741 0.26 £0.01% 0.69 + 0.03% 1.05+0.11%

¥ : D5 peDNA3.1 NCZH AL, P <0.05;@)5 siRNA NC 4 AL, P <0.05; 35 siRNA Talinl 2H L #5, P <0.05.

%%, siRNA Talinl ZH #1335 35 21 /) HTR8/Svneo il
MoEAERZE., BB E I (P<0.05) . 5
siRNA Talinl 4H [t %8, siRNA Talinl+ 3l ] 51 28 (19

HTR8/Svneo 4l il i) 12 28 . T B F MK (P <
0.05)., W2,

%2 Talin1 Xt HTR8/Svneo 4RiI{2 % BT 20N

(4A~HP, x £ 5)
4151 TR HE (RAEH R
peDNA3.1 NCZH 90.77 £ 6.09 7229 +3.88
peDNA3.1 Talin1 41 4021 +2.16" 33.39 +3.55"”
siRNA NC# 91.17 £3.27 76.19 +2.62
siRNA Talinl £ 17272+ 6267 15936 +3.19%
i EsIBlES| 17852 £8.17%  162.72+6.22%
SiRNA Talin -+ 121 92.55 +3.92% 7233 + 1.87%
FAE 601.794 1151.974
P{E 0.000 0.000

¥ : D4 peDNA3.1 NC AL 4, P <0.05; @45 siRNA NC 4 L
5, P <0.05;5 siRNA Talinl 41 HL552, P <0.05,

2.5 Talin1 X%t HTR8/Svneo 4 Bt - B &2 M
pcDNA3.1 NC 41 . peDNA3.1 Talinl 41 . siRNA
NC 41 . siRNA Talinl 41 . i 3h 7 41 A1 siRNA
Talinl + 1 1 71 41 HTR8/Svneo 4H ML ¥ T 3 7
Jp (1237 +£1.05%) . (39.28+3.28%) . (11.67+
201%) . (513+0.16%) . (532+0.09%) #0
(1235£1.01%), &5 250, ZRASIT¥EX
(F =341.067, P =0.000); 5 pcDNA3.1 NC 41 [L %%,
peDNA3.1 Talinl 41 () HTR8/Svneo 41 i 4 T 2 34
(P <0.05). 5 siRNA NC 4 %, siRNA Talinl FlI
4 20 #) 20 ) HTR8/Svneo 40 il T R [E K (P <
0.05) . 4 siRNA Talinl 41 Fb#¢, siRNA Talinl+#1 i

4 f) HTRS/Svneo 4H L (4 21 B U8 1= 2 15
(P<0.05),
2.6 Talin1 Xt HTR8/Svneo 4 il Wnt/B—catenin i&
2% B 34 i

pcDNA3.1 NC 41 . pcDNA3.1 Talinl 4 .
siRNA NC 41 . siRNA Talinl 2 . ¥ 30 7] 41 1
siRNA Talin1+# il 7] 41 ) Wni3a . B —catenin 4 [
RBKFEIE, @200, ERAGITEE
X (P <005) ; 5 peDNA3.1 NC 4 M %
pcDNA3.1 Talinl 41 ) HTR8/Svneo 4l MY i Wnt3a
B —catenin &5 HEXKFEBEM (P<005)., 5
siRNA NC 4 b %, siRNA Talinl 1 3 3h %) 4
HTRS/Svneo 40 Jitd fY) Wnt3 . B —catenin 5 H % ik
KAEHE T (P <0.05) . 5 siRNA Talinl 41 H 32,
siRNA Talinl+ #ll il 7] 41 ) HTRS8/Svneo 41 i ()
Wnt3a, B —catenin [ £ ik K FE MK (P <
0.05). WLEE3 A3,

% 3 &ZHHTR8/Svneo 4AAE Wnt3a 5 B—catenin & B K

BXRIEERE (xxs)

g5 Wnt3a FH XS B—catenin 25 [ AHXT

Fikit Fikit
peDNA3.1 NCZH 0.36 = 0.02 0.35+0.05
peDNA3.1 Talinl 20 0.13+0.01" 0.11 +0.02%
siRNA NC 4 0.34 +0.03 0.33 +0.01
siRNA Talin1 20 0.82 +0.05% 0.85 +0.08%
HEhH 0.86 +0.07% 0.87 £0.06%
siRNA Talin 1+ 3141 0.31 +0.02% 0.32 +0.03%
FAE 348.104 254.063
PAE 0.000 0.000

. D5 peDNA3.1 NC 41 Fe#, P <0.05; @5 siRNA NC 41
i, P <0.05;3) 5 siRNA Talinl 41 F#2, P <0.05,
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Wnt3a m . ; ' | ;

GAPDH

L 40kD

B 37 kD

A:pcDNA3.1 NC é'ﬂ;B:pcDNAf%.l Talinl 21 ;C:siRNA NC £ ;D :siRNA Talinl 41 ; E: i 3h7) 4 ; F: siRNA Talin 1 +31115702H .
3 £LHHTRS8/Svneo 4R F Wnt3a. B—catenin & B IR IX

3 iHip

0 T ADIAE A A R D) 4 e v L R e,
TR YT R A I R B T R B TR B Hh R . BRI 25
J 1 1 e B 3 B 26 0 A R S G E SRR B, Bz
B XoF i 48 B O B RLVA T o R CR B 2 Y I i
FW, M RLEE SR E A0 D Re SR O W ET R
I B AR S IR TS 3R 2 R T e B B ik
SRR TH EREIKT MBREEEAR, itk
i S — AR DO PR A 5 TSRO 5 AR B
A G b RNA 98] 42 00 2% 25 50 S 2 R A 2y g s i 3 [+
RS Z A MR 28 BG AE A AR B BE T A2
£ RN (CEESE =N =S o <5 o el G A N N B 3 951
JaERE SR, b2 B bt i 45 A B A
RYEN TG K RGNS N0, AR
L AR PR AF I R AR B, IR AT
T 3% 2 40 M 2 e B A 04 3 LR, A I e 4R
W 37 )2 A0 ML AR 0 G S R YT ORI, A B Sk
MENAIT R EE, SEI R AT S E T T, Talind
VE R B 26 B 00 42 0 SR BE RIS 5 2505 A Y OC
VAT, FEAN M- 20 M AR SE T BB . AN MR RS
{28 B LR ORI RSB, TEAE
DA B AR, Talinl & 238 TR I )20
JfL R ¥ B N, L R e O T A AN R AT R
SEIR R D SR, Talinl %16 3500 3% 2 40 2B 9
AT RSSO R IR . FEABESE R, dE A A A
T T BB IG SR 20 B Talinl &3, Talinl 78
T F 0 R IR A AL 2 R B i, 4 Talinl
G, SRS A G T R GE

% fig

BaR . PTORERAK . SR, TEIRIK Talinl J5,
IR MM A . (22 ST RS RE I IS . A T
RN IR SR A5 R AR IR Talinl REAS I8 1 % 57 )=
AR EYF AT R o

WFFE £ W, Wnt/B—catenin {5 53l JEAE 2 LAY
BRSPS S g, o s B —catenin ) e e
FHAZ N s ih Ve, TEd0 Mg ss . o dk . iE R AN
PR T R RO AE I T T R R L
208 B 1 S RE 0 ) T B0 IR )R A0 AR 2R U RE R
i VAR € 20 bk B 9 2 i) G B BRI B
5. TRETGfZH 200 Wt . B—catenin S H T {iF
UL RIA B E T, S Wnt/B —catenin EE515
PEVR S5 o X — {5 5 B B G0 A A0 E B - 18] B Ak
R AL BT 4 R A T (matrix metalloprotein,
MMP) 35 Fs /D A0 LT RS B ), B B R
JZ 40 MR 5B R e sh ik Y 4 28 A Il A T e
TR RAE IR R AN R A, il
JE B RNA1 (brain cytoplasmic RNA 1, BCYRN1) &%
Ak g% 6% RNA 18 5 18 45 Wt/ —catenin il 1% = 5 F
R T A0 ) o B R AR LT PR A DR R T e R WL gt
e e (DNA FEEAL) 40 il 325 g% 6 4= [
I, Wnt/B—catenin {5 5 18 H A 2 He 10 5% )2 40 L
SO B55 9 0 00 A0 00 65 T4
4 T W W £ 2 R B 38 R T R
BEPSARIE S B SEAGE AT R, A
WF 5% i F Wnt/ B —catenin 8 [ 5 sl 77 40 2172 332 )2 40
MuE &M, 5 AR SCEREORHE AR G5 R], % 5R
JEAMIRREGE . TR . RZBIE VRN R, P T RRE
Ko RIS SR 43 B 4 i1l Talinl Ji5 XF Wnt/B —catenin {5 5
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BRSSP ENE A R ok, A Talind
S5, BFRIZMIER) Wnt3a . B-catenin 3 [ 3R A 7K F
oo e Ah, FE 0 Talinl (4 [ B A War
B—catenin{%%ﬁﬂ%%%ﬂﬁ”ﬂ‘fiﬁ, AHE T B
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